SEQUENCE LISTING 



<110> Oppmann, Birgit 

De Waal Malefyt, Rene 
Rennick, Donna M . 
Kastelein, Robert A. 
Wiekowski, Maria T. 
Lira, Sergio A. 
Narula, Satwant K. 



<12 0> Mammalian Genes; Related Reagents and 
Methods 

<130> 16622-005001/ DX01042X 

<140> US 09/658,699 
<141> 2000-09-08 

<150> US 60/164,616 
<151> 1999-11-10 

<150> US 60/153,281 
<151> 1999-09-09 

<160> 36 

<170> FastSEQ for Windows Version 4.0 

<210> 1 
<211> 570 
<212> DNA 

<213> Unknown Organism 
<220> 

<223> Description of Unknown Organism: surmised Homo 
sapiens 

<220> 

<221> CDS 

<222> (1) . . (567) 

<220> 

<22l> mat_peptide 
<222> (64) . . (567) 

<400> 1 

atg ctg ggg age aga get gta atg ctg ctg ttg ctg ctg ccc tgg aca 
Met Leu Gly Ser Arg Ala Val Met Leu Leu Leu Leu Leu Pro Trp Thr 
-20 -15 -10 

get cag ggc aga get gtg cct ggg ggc age age cct gee tgg act cag 
Ala Gin Gly Arg Ala Val Pro Gly Gly Ser Ser Pro Ala Trp Thr Gin 
"5 -11 5 10 

tgc cag cag ctt tea cag aag etc tgc aca ctg gee tgg agt gca cat 



1 



Cys Gin Gin Leu Ser Gin Lys Leu Cys Thr Leu Ala Trp Ser Ala His 
15 20 25 

cca eta gtg gga cac atg gat eta aga gaa gag gga gat gaa gag act 192 
Pro Leu Val Gly His Met Asp Leu Arg Glu Glu Gly Asp Glu Glu Thr 
30 35 40 

aca aat gat gtt ccc cat ate cag tgt gga gat ggc tgt gac ccc caa 240 
Thr Asn Asp Val Pro His lie Gin Cys Gly Asp Gly Cys Asp Pro Gin 
45 50 55 

gga etc agg gac aac agt cag ttc tgc ttg caa agg ate cac cag ggt 288 
Gly Leu Arg Asp Asn Ser Gin Phe Cys Leu Gin Arg lie His Gin Gly 
60 65 70 75 

ctg att ttt tat gag aag ctg eta gga teg gat att ttc aca ggg gag 336 
Leu lie Phe Tyr Glu Lys Leu Leu Gly Ser Asp lie Phe Thr Gly Glu 
80 85 90 

cct tct ctg etc cct gat age cct gtg gcg cag ctt cat gec tec eta 384 
Pro Ser Leu Leu Pro Asp Ser Pro Val Ala Gin Leu His Ala Ser Leu 
95 100 105 

ctg ggc etc age caa etc ctg cag cct gag ggt cac cac tgg gag act 432 
Leu Gly Leu Ser Gin Leu Leu Gin Pro Glu Gly His His Trp Glu Thr 
110 115 120 

cag cag att cca age etc agt ccc age cag cca tgg cag cgt etc ctt 480 
Gin Gin lie Pro Ser Leu Ser Pro Ser Gin Pro Trp Gin Arg Leu Leu 
125 130 135 

etc cgc ttc aaa ate ctt cgc age etc cag gec, ttt gtg get gta gee 528 
Leu Arg Phe Lys lie Leu Arg Ser Leu Gin Ala Phe Val Ala Val Ala 
140 145 150 155 

gee egg gtc ttt gec cat gga gca gca ace ctg agt ccc taa 570 
Ala Arg Val Phe Ala His Gly Ala Ala Thr Leu Ser Pro 
160 165 



<210> 2 
<211> 189 
<212> PRT 

<213> Unknown Organism 
<220> 

<223> surmised Homo sapiens 
<400> 2 

Met Leu Gly Ser Arg Ala Val Met Leu Leu Leu Leu Leu Pro Trp Thr 
-20 -15 -10 

Ala Gin Gly Arg Ala Val Pro Gly Gly Ser Ser Pro Ala Trp Thr Gin 
-5 -11 5 10 

Cys Gin Gin Leu Ser Gin Lys Leu Cys Thr Leu Ala Trp Ser Ala His 
15 20 25 



2 



Pro Leu Val Gly 
30 

Thr Asn Asp Val 
45 

Gly Leu Arg Asp 
60 

Leu lie Phe Tyr 



Pro Ser Leu Leu 
95 

Leu Gly Leu Ser 
110 

Gin Gin lie Pro 
125 

Leu Arg Phe Lys 
140 

Ala Arg Val Phe 



His Met Asp Leu 
35 

Pro His He Gin 
50 

Asn Ser Gin Phe 
65 

Glu Lys Leu Leu 
80 

Pro Asp Ser Pro 



Gin Leu Leu Gin 
115 

Ser Leu Ser Pro 
130 

He Leu Arg Ser 
145 

Ala His Gly Ala 
160 



Arg Glu Glu Gly 



Cys Gly Asp Gly 
55 

Cys Leu Gin Arg 
70 

Gly Ser Asp He 
85 

Val Ala Gin Leu 
100 

Pro Glu Gly His 



Ser Gin Pro Trp 
135 

Leu Gin Ala Phe 
150 

Ala Thr Leu Ser 
165 



Asp Glu Glu Thr 
40 

Cys Asp Pro Gin 



He His Gin Gly 
75 

Phe Thr Gly Glu 
90 

His Ala Ser Leu 
105 

His Trp Glu Thr 
120 

Gin Arg Leu Leu 



Val Ala Val Ala 
155 

Pro 



<210> 3 
<211> 1203 
<212> DNA 

<213> Unknown Organism 
<220> 

<22 3> Description of Unknown Organism: surmised Mus sp. 

<220> 

<221> CDS 

<222> (113) . . (700) 

<220> 

<221> mat_peptide 
<222> (176) . . (700) 

<400> 3 

cgcttagaag tcggactaca gagttagact cagaaccaaa ggaggtggat agggggtcca 60 

caggcctggt gcagatcaca gagccagcca gatctgagaa gcagggaaca ag atg ctg 118 

Met Leu 
-20 

gat tgc aga gca gta ata atg eta tgg ctg ttg ccc tgg gtc act cag 166 
Asp Cys Arg Ala Val He Met Leu Trp Leu Leu Pro Trp Val Thr Gin 
-15 -10 -5 



ggc ctg get gtg cct agg agt age agt cct gac 



tgg get cag tgc cag 214 



Gly Leu Ala Val Pro Arg Ser Ser Ser Pro Asp Trp Ala Gin Cys Gin 
-11 5 10 



cag etc tct egg aat etc tgc atg eta gee tgg aac gca cat gca cca 262 
Gin Leu Ser Arg Asn Leu Cys Met Leu Ala Trp Asn Ala His Ala Pro 
15 20 25 

gcg gga cat atg aat eta eta aga gaa gaa gag gat gaa gag act aaa 310 
Ala Gly His Met Asn Leu Leu Arg Glu Glu Glu Asp Glu Glu Thr Lys 
30 35 40 45 

aat aat gtg ccc cgt ate cag tgt gaa gat ggt tgt gac cca caa gga 358 
Asn Asn Val Pro Arg lie Gin Cys Glu Asp Gly Cys Asp Pro Gin Gly 
50 55 60 

etc aag gac aac age cag ttc tgc ttg caa agg ate cgc caa ggt ctg 406 
Leu Lys Asp Asn Ser Gin Phe Cys Leu Gin Arg lie Arg Gin Gly Leu 
65 70 75 

get ttt tat aag cac ctg ctt gac tct gac ate ttc aaa ggg gag cct 454 
Ala Phe Tyr Lys His Leu Leu Asp Ser Asp lie Phe Lys Gly Glu Pro 
80 85 90 

get eta etc cct gat age ccc atg gag caa ctt cac ace tec eta eta 502 
Ala Leu Leu Pro Asp Ser Pro Met Glu Gin Leu His Thr Ser Leu Leu 
95 100 105 

gga etc age caa etc etc cag cca gag gat cac ccc egg gag acc caa 550 
Gly Leu Ser Gin Leu Leu Gin Pro Glu Asp His Pro Arg Glu Thr Gin 
HO 115 120 125 

cag atg ccc age ctg agt tct agt cag cag tgg cag cgc ccc ctt etc 598 
Gin Met Pro Ser Leu Ser Ser Ser Gin Gin Trp Gin Arg Pro Leu Leu 
130 135 140 

cgt tec aag ate ctt cga age etc cag gee ttt ttg gee ata get gee 646 
Arg Ser Lys He Leu Arg Ser Leu Gin Ala Phe Leu Ala He Ala Ala 
145 150 155 

egg gtc ttt gee cac gga gca gca act ctg act gag ccc tta gtg cca 694 
Arg Val Phe Ala His Gly Ala Ala Thr Leu Thr Glu Pro Leu Val Pro 
160 165 170 

aca get taaggatgee caggttccca tggctaccat gataagacta atctatcagc 750 
Thr Ala 
175 

ccagacatct accagttaat taacccatta ggacttgtgc tgttcttgtt tcgtttgttt 810 
tgcgtgaagg gcaaggacac cattattaaa gagaaaagaa acaaacccca gagcaggcag 870 
ctggctagag aaaggagctg gagaagaaga ataaagtctc gageccttgg ccttggaagc 93 0 
gggcaagcag ctgcgtggcc tgaggggaag ggggcggtgg catcgagaaa ctgtgagaaa 990 
acccagagca tcagaaaaag tgageccagg etttggecat tatctgtaag aaaaacaaga 1050 



4 



aaaggggaac attatacttt cctgggtggc tcagggaaat gtgcagatgc acagtactcc 1110 
agacagcagc tctgtacctg cctgctctgt ccctcagttc taacagaatc tagtcactaa 1170 
gaactaacag gactaccaat acgaactgac aaa 12 03 



<210> 4 

<211> 196 

<212> PRT 

<213> Unknown Organism 
<220> 

<223> surmised Mus sp. 



<400> 4 

Met Leu Asp Cys Arg Ala Val lie 
-20 -15 

Thr Gin Gly Leu Ala Val Pro Arg 
-5 -1 1 

Cys Gin Gin Leu Ser Arg Asn Leu 
15 

Ala Pro Ala Gly His Met Asn Leu 
30 35 

Thr Lys Asn Asn Val Pro Arg lie 
45 50 

Gin Gly Leu Lys Asp Asn Ser Gin 
60 65 



Met Leu Trp Leu Leu Pro Trp Val 
-10 

Ser Ser Ser Pro Asp Trp Ala Gin 
5 10 

Cys Met Leu Ala Trp Asn Ala His 
20 25 

Leu Arg Glu Glu Glu Asp Glu Glu 
40 

Gin Cys Glu Asp Gly Cys Asp Pro 
55 

Phe Cys Leu Gin Arg lie Arg Gin 

70 75 



Gly Leu Ala Phe Tyr Lys His Leu Leu Asp Ser Asp lie Phe Lys Gly 
80 85 90 



Glu Pro Ala Leu Leu Pro Asp Ser Pro Met Glu Gin Leu His Thr Ser 
95 100 105 



Leu Leu Gly Leu Ser Gin Leu Leu Gin Pro Glu Asp His Pro Arg Glu 
110 115 120 

Thr Gin Gin Met Pro Ser Leu Ser Ser Ser Gin Gin Trp Gin Arg Pro 
125 130 135 

Leu Leu Arg Ser Lys lie Leu Arg Ser Leu Gin Ala Phe Leu Ala lie 
140 145 150 155 

Ala Ala Arg Val Phe Ala His Gly Ala Ala Thr Leu Thr Glu Pro Leu 
160 165 170 

Val Pro Thr Ala 
175 



<210> 5 



5 



<211> 102 
<212> PRT 

<213> Unknown Organism 



<220> 

<223> Description of Unknown Organism: surmised Sus sp. 
<400> 5 



Ser Cys 


Leu 


Gin 


Arg 


He 


His 


Gin 


Gly 


Leu 


Val 


Phe 


Tyr 


Glu 


Lys 


Leu 


1 






5 










10 










15 




Leu Gly 


Ser 


Asp 


He 


Phe 


Thr 


Gly 


Glu 


Pro 


Ser 


Leu 


His 


Pro 


Asp Gly 






20 










25 
















Ser Val 


Glv 


Gin 


Leu 


His 


Ala 


Ser 


Leu 


11C Li. 


m v 

\j -Ly 


Leu 


Arg 


bin 


Leu 


Leu 




35 










40 










45 








Gin Pro 


Glu 


Gly 


His 


His 






X XIX. 


yjjL u. 


V3J.il 


1 ILL 


Pro 


Ser 


Pro 


Ser 


50 










55 










D U 










Pro Ser 


Gin 


Pro 


Trp 


Gin 


Arg 


Leu 


Leu 


Leu 


Arg 


Leu 


Lys 


He 


Leu 


Arg 


65 








70 










/ j 










o U 


Ser Leu 


Gin 


Ala 


Phe 


Val 


Ala 


Val 


Ala 


Ala 




Val 


Phe 


Ala 


His 


Gly 








85 










90 














Ala Ala 


Thr 


Leu 


Ser 


Gin 


























100 


























<210> 6 






























<211> 306 




























<212> PRT 




























<213> Homo sapiens 
























<400> 6 






























lie Trp 


Glu 


Leu 


Lys 


Lys 


Asp 


Val 


TVr 


Va 1 


Val 

V Ct J. 




Leu 


Asp 


Trp 


Tyr 


1 






5 










1U 










15 




Pro Asp 


Ala 


Pro 


Gly 


Glu 


Mpt- 
ric u 


val 


Va 1 

V ctl 


Leu 


i nr 


Cys 


Asp 


inr 


Pro 


Glu 






20 










ZD 










3 0 






Glu Asp 


Gly 


lie 


Thr 




Thr 


J-J c u. 


Asp 


r±~\ -n 




O /-> 
OCI 


o J.U 


V=> 1 
Val 


Leu 


Gly 




35 


























Ser Gly 


Lys 


Thr 


Leu 


Thr 


He 


Gin 


Val 


Lys 


Glu 


Phe 


Gly 


Asp 


Ala 


Gly 


50 










55 










60 










Gin Tyr 


Thr 


Cys 


His 


Lys 


Gly 


Gly 


Glu 


Val 


Leu 


Ser 


His 


Ser 


Leu 


Leu 


65 








70 










75 










80 


Leu Leu 


His 


Lys 


Lys 


Glu 


Asp 


Gly 


He 


Trp 


Ser 


Thr 


Asp 


He 


Leu 


Lys 








85 










90 










95 




Asp Gin 


Lys 


Glu 


Pro 


Lys 


Asn 


Lys 


Thr 


Phe 


Leu 


Arg 


Cys 


Glu 


Ala 


Lys 






100 










105 










110 






Asn Tyr 


Ser 


Gly 


Arg 


Phe 


Thr 


Cys 


Trp 


Trp 


Leu 


Thr 


Thr 


He 


Ser 


Thr 




115 










120 










125 








Asp Leu 


Thr 


Phe 


Ser 


Val 


Lys 


Ser 


Ser 


Arg 


Gly 


Ser 


Ser 


Asp 


Pro 


Gin 


130 










135 










140 










Gly Val 


Thr 


Cys 


Gly 


Ala 


Ala 


Thr 


Leu 


Ser 


Ala 


Glu 


Arg 


Val 


Arg Gly 


145 








150 










155 










160 


Asp Asn 


Lys 


Glu 


Tyr 


Glu 


Tyr 


Ser 


Val 


Glu 


Cys 


Gin 


Glu 


Asp 


Ser 


Ala 



6 











lob 










1 HO 

l / u 










i n r 

1 /b 




fir £3 

v_y S 


Pro 


nXa 


al a 


Hi n 
ulU 


Vj J. U. 


Ser 


Leu. 


Pro 


Tip 
1 lG 


VjlU 


val 


net 


Val 


Asp 


a 

Ala 








loU 










185 










1 Q A 

iy o 






vai 


rilS 


Lys 


Leu 


Lys 


Tyr 


olU 


Asn 


Tyr 


inr 


Ser 


Ser 


fne 


rile 


Tic* 

lie 


Arg 






195 










-ci u u 










O A c 








Asp 


He 


Tip 

lie 


Lys 


ir 1 C 


nap 


It X. \J 


lr X W 


Lys 


Asn 


Leu 


VJlll 


Leu 


Lys 


rXO 


Leu 




210 










Z lO 










z z U 










Lys 


Asn 


Car 
OCX 


Arg 


Vj J. 11 


Val 
vox 


Vjl LL 


val 


OCI 


irp 


ulU 


iyr 


rlU 


Asp 


1 III. 


Trp 


225 






























o a n 


Ser 


Thr 


Pro 


His 


Ser 


Tvr* 


Phe 


Ser 


LIC LI 


Thr 


Phe 


Cys 


Val 


Gin 


V CL 1 


m n 

will 










245 










250 










255 




Gly Lys 


Ser 


Lys 


Arg 


Glu 


Lys 


Lys 


Asp 


Arg 


Val 


Phe 


Thr 


Asp 


Lys 


Thr 








260 










265 










270 






Ser 


Ala 


Thr 


Val 


He 


Cys 


Arg 


Lys 


Asn 


Ala 


Ser 


He 


Ser 


Val 


Arg 


Ala 






275 










280 










285 








Gin 


Asp 


Arg 


Tyr 


Tyr 


Ser 


Ser 


Ser 


Trp 


Ser 


Glu 


Trp 


Ala 


Ser 


Val 


Pro 



290 295 300 

Cys Ser 
305 



<210> 7 

<211> 1840 

<212> DNA 

<213> Mus musculus 



<400> 7 

gcacatcaga ccaggcagct cgcagcaaag caagatgtgt cctcagaagc taaccatctc 60 

ctggtttgcc atcgttttgc tggtgtctcc actcatggcc atgtgggagc tggagaaaga 12 0 

cgtttatgtt gtagaggtgg actggactcc cgatgcccct ggagaaacag tgaacctcac 180 

ctgtgacacg cctgaagaag atgacatcac ctggacctca gaccagagac atggagtcat 240 

aggctctgga aagaccctga ccatcactgt caaagagttt etagatgetg gccagtacac 300 

ctgccacaaa ggaggegaga ctctgagcca ctcacatctg ctgctccaca agaaggaaaa 360 

tggaatttgg tccactgaaa ttttaaaaaa tttcaaaaac aagactttcc tgaagtgtga 42 0 

agcaccaaat tactccggac ggttcacgtg ctcatggctg gtgcaaagaa acatggactt 480 

gaagttcaac atcaagagca gtagcagttc ccctgactct cgggcagtga catgtggaat 540 

ggcgtctctg tetgeagaga aggtcacact ggaccaaagg gactatgaga agtattcagt 600 

gtcctgccag gaggatgtca cctgcccaac tgecgaggag accctgccca ttgaactggc 660 

gttggaagca eggcagcaga ataaatatga gaactacagc accagcttct tcatcaggga 72 0 

catcatcaaa ccagacccgc ccaagaactt gcagatgaag cctttgaaga actcacaggt 780 

ggaggtcagc tgggagtacc ctgactcctg gagcactccc cattcctact tctccctcaa 840 

gttctttgtt cgaatccagc gcaagaaaga aaagatgaag gagacagagg aggggtgtaa 900 

ccagaaaggt gcgttcctcg tagagaagac atctaccgaa gtccaatgea aaggcgggaa 960 

tgtctgcgtg caagctcagg ategctatta caattcctca tgcagcaagt gggcatgtgt 1020 

tccctgcagg gtccgatcct aggatgeaac gttggaaagg aaagaaaagt ggaagacatt 1080 

aaggaagaaa aatttaaact caggatggaa gagtccccca aaagctgtct tctgcttggt 1140 

tggctttttc cagttttcct aagttcatca tgacaccttt gctgatttct acatgtaaat 1200 

gttaaatgee cgcagagcca gggagctaat gtatgeatag atattctagc attccacttg 1260 

gecttatget gttgaaatat ttaagtaatt tatgtattta ttaatttatt tetgeattte 1320 

acatttgtat accaagatgt attgaatatt tcatgtgctc gtggcctgat ccactgggac 1380 

caggccctat tatgeaaatt gtgagcttgt tatcttcttc aacagctctt caatcagggc 1440 

tgcgtaggta cattagcttt tgtgacaacc aataagaaca taatattctg acacaagcag 1500 

tgttacatat ttgtgaccag taaagacata ggtggtattt ggagacatga agaagctgta 1560 

aagttgactc tgaagagttt agcactagtt tcaacaccaa gaaagacttt ttagaagtga 162 0 

tattgataag aaaccagggc cttctttaga agggtaccta aatttaaaag aattttgaaa 1680 

ggctgggtat cggtggtata tgcttttaat tccagcactc aggagaccaa ggcaggcaga 1740 

tctctgtgag tttgaggaca gcctggtgta cagagggagt tccagcacag ccagtgccac 1800 

acagaaattc tgtctcaaaa acaattaaaa aaaaaaaaaa 184 0 



7 



<210> 8 

<211> 335 

<212> PRT 

<213> Mus musculus 



<400> 8 



Met 


Cys 


Pro 


Gin 


Lys 


Leu 


Thr 


He 


Cpv 
O e 1 


irp 




Al a 


Tip 


V cl J. 


Leu 


Leu 


1 








5 










10 










15 




Val 


Ser 


Pro 


Leu 


Met 


Ala 


Met 


lip 


Glu 


ue li 


vJl LL 


uy o 


Asp 


Veil 


Tyr 


Va 1 
Val 








20 










25 










0 
J L* 






Val 


Glu 


Val 


Asp 


Trn 

tr 


Thr 


Pro 


Asp 


Ala 


Prn 
t L u 


m v 

vji y 


v-J 1 LL 


Thr 
l ill 


VcL-L 


Asn 


Leu 






35 










40 


















Thr 


Cys 


Asp 


Thr 


Pro 


Glu 


Glu 


Asp 


Asp 


He 

lie 


Thr 
i in 


TT~r"\ 


Th t - 

X 111. 


OC1 


Asp 


Vjr J. 11 




50 










55 










60 










Arg His 


Gly Val 


He 


Glv 


Ser 


Glv 

vjiy 


Lys 


Thr 


Leu 


Thr 


Tie 
lie 


Thr 
i hi 


v d 1 


uy o 


65 










70 










75 










80 


Glu 


Phe 


Leu Asp 


Ala 


Glv 


Gin 


xyi 


Thr 


Cys 


Hi c= 

il 1 O 


uy o 


uiy 


j.y 


m n 

VJ_L U. 


1 111 










85 










90 










QC 




Leu 


Ser 


rll 5 


Ser 


His 


Leu 


Leu 


T\^i l 

LIC LL 




Lys 


Lys 


m ii 


Asn 


Va±y 


Tl o 

lie 


Trp 








1UU 










105 










110 

llv 






Ser 


Thr 


Glu 


He 


Leu 


Lys 


Asn 


ph<=» 

rlic 


uy o 


Asn 


Lys 


1 ill 


DVi a 
irllc 


Leu 


Lys 


Cys 






115 










120 










IOC 
1Z J 








Glu 


Ala 


Pro 


Asn 


Tvr 
xy j. 


Ser 


Gly 


Arg 


ir 11C 


Thr 
i iix 




OCX 


Trp 


Leu 


Wa 1 

vai 


bin 




13 0 










135 










14 0 










Arc* 


Asn 


Met 


Asp 


Leu 


Lys 


Phe 


Aon 


11C 


Lys 


Coy" 

oei 


Qfty 

oei 


Ser 


Ser 


Ser 


Pro 


145 










150 










ICC 
1 .J .J 










1 D U 


Asp 


Ser 


Arg 


Ala 


Val 


Thr 




vjxy 


i ¥ le C 


r\±ci 


Ser 


Leu 


Ser 


Aia 


(jIU 


Lys 










165 










170 
1 / <J 










I/O 




Val 


Thr 


Leu 


Asp 




Arg 


Asp 


Tyr 


r*i n 

olU 


Lys 


Tyr 


Ser 


vai 


Ser 


Cys 


Gin 








180 










1 DC 










-ion 

iy u 






Glu 


Asp 


Val 


Thr 


v^y o 


c L \j 


1 11 XT 


±\± cl 




olU 


inr 


Leu 


Pro 


lie 


Glu 


Leu 






195 










\j \j 










9 fi C 








Ala 


Leu 


Glu 


Ala 


Am 


Gin 


Vjrill 


Asn 


Lys 


Tyr 


VjlU 


Asn 


Tyr 


Ser 


rpl_ 

inr 


Ser 




210 










215 










9 9 0 










Phe 


Phe 


He 


Arg 


Asp 


He 


He 


uy o 


Dm 
c l l<> 


ASp 


XT l (J 


Pro 


Lys 


Asn 


Leu 


vjin 


225 










230 










235 










240 


Met 


Lys 


Pro 


Leu 


Lys 


Asn 


Ser 


Gin 


Val 


Glu 


Val 


Ser 


Trp 


Glu 


Tyr 


Pro 










245 










250 










255 




Asp 


Ser 


Trp 


Ser 


Thr 


Pro 


His 


Ser 


Tyr 


Phe 


Ser 


Leu 


Lys 


Phe 


Phe 


Val 








260 










265 










270 






Arg 


lie 


Gin 


Arg 


Lys 


Lys 


Glu 


Lys 


Met 


Lys 


Glu 


Thr 


Glu 


Glu 


Gly 


Cys 






275 










280 










285 






Asn 


Gin 


Lys 


Gly 


Ala 


Phe 


Leu 


Val 


Glu 


Lys 


Thr 


Ser 


Thr 


Glu 


Val 


Gin 




290 










295 










300 










Cys 


Lys 


Gly Gly 


Asn 


Val 


Cys 


Val 


Gin 


Ala 


Gin 


Asp 


Arg 


Tyr 


Tyr 


Asn 


305 










310 










315 








320 


Ser 


Ser 


Cys 


Ser 


Lys 


Trp 


Ala 


Cys 


Val 


Pro 


Cys 


Arg 


Val 


Arg 


Ser 












325 










330 










335 





<210> 9 
<211> 1008 
<212> DNA 

<213> Rattus norvegicus 



<400> 9 

atgtgtcatc agaagttaac cttctcctgg tttgccatgg ttttgctggt gtctccactc 
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atggccatgt gggagctgga gaaagatgtt tatgttgtag aggtggactg gcgccccgat 120 

gcccctggag aaacggtgac cctcacctgt gacagtcctg aagaagatga catcacctgg 180 

acctcagacc agagacgtgg agtcataggc tctggaaaga ccctgaccat cactgtcaga 24 0 

gagtttctag atgctggcca atacacctgc cacagaggag gcgagactct gagccactca 3 00 

catctgctgc tccacaagaa ggaaaatgga atttggtcca ccgagatttt aaaaaatttc 3 60 

aaaaataaga ctttcctgaa gtgtgaagca ccaaactact ccggacggtt cacctgctca 420 

tggctggtgc acagaaacac ggacttgaag tttaacatca agagcagcag cagttcccct 480 

gagtctcggg cggtgacatg tggacgagca tctctgtctg cagagaaggt cacactgaac 540 

caaagggact acgagaagta ctcagtggcg tgccaggagg acgtcacctg cccaactgcc 600 

gaggagaccc tgcccattga actggtggtg gaggcccagc agcagaataa atatgagaac 660 

tacagcacca gcttcttcat cagggacatc atcaaaccgg acccacccaa gaacctgcag 72 0 

gtgaaacctt tgaagaactc tcaggtggag gtcagctggg agtaccctga ctcctggagc 7 80 

actccccatt cctacttctc cctcaagttc ttcgtccgca tccagcgcaa gaaagaaaag 840 

acgaaggaga cagaggagga gtgtaaccag aaaggtgcgt tcctcgtaga gaagacctct 900 

gccgaagtcc aatgcaaagg ggcgaatatc tgcgtgcaag cgcaggaccg ctactacaat 960 

tcatcatgca gcaaatggac atgtgtaccc tgcaggggcc gatcctaa 1008 

<210> 10 
<211> 335 
<212> PRT 

<213> Rattus norvegicus 
<400> 10 

Met Cys His Gin Lys Leu Thr Phe Ser Trp Phe Ala Met Val Leu Leu 

15 10 15 

Val Ser Pro Leu Met Ala Met Trp Glu Leu Glu Lys Asp Val Tyr Val 

20 25 30 

Val Glu Val Asp Trp Arg Pro Asp Ala Pro Gly Glu Thr Val Thr Leu 

35 40 45 

Thr Cys Asp Ser Pro Glu Glu Asp Asp He Thr Trp Thr Ser Asp Gin 

50 55 60 

Arg Arg Gly Val He Gly Ser Gly Lys Thr Leu Thr He Thr Val Arg 
65 70 75 80 

Glu Phe Leu Asp Ala Gly Gin Tyr Thr Cys His Arg Gly Gly Glu Thr 

85 90 95 

Leu Ser His Ser His Leu Leu Leu His Lys Lys Glu Asn Gly He Trp 

100 105 110 

Ser Thr Glu He Leu Lys Asn Phe Lys Asn Lys Thr Phe Leu Lys Cys 

115 120 125 

Glu Ala Pro Asn Tyr Ser Gly Arg Phe Thr Cys Ser Trp Leu Val His 

130 135 140 

Arg Asn Thr Asp Leu Lys Phe Asn He Lys Ser Ser Ser Ser Ser Pro 
!45 150 155 160 

Glu Ser Arg Ala Val Thr Cys Gly Arg Ala Ser Leu Ser Ala Glu Lys 

165 170 175 

Val Thr Leu Asn Gin Arg Asp Tyr Glu Lys Tyr Ser Val Ala Cys Gin 

180 185 190 

Glu Asp Val Thr Cys Pro Thr Ala Glu Glu Thr Leu Pro He Glu Leu 

195 200 205 

Val Val Glu Ala Gin Gin Gin Asn Lys Tyr Glu Asn Tyr Ser Thr Ser 

210 215 220 

Phe Phe He Arg Asp He He Lys Pro Asp Pro Pro Lys Asn Leu Gin 
225 230 235 240 

Val Lys Pro Leu Lys Asn Ser Gin Val Glu Val Ser Trp Glu Tyr Pro 

245 250 255 

Asp Ser Trp Ser Thr Pro His Ser Tyr Phe Ser Leu Lys Phe Phe Val 
260 265 270 
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Arg lie Gin Arg Lys Lys Glu Lys Thr Lys Glu Thr Glu Glu Glu Cys 

275 280 285 

Asn Gin Lys Gly Ala Phe Leu Val Glu Lys Thr Ser Ala Glu Val Gin 

290 295 300 

Cys Lys Gly Ala Asn lie Cys Val Gin Ala Gin Asp Arg Tyr Tyr Asn 
305 310 315 320 

Ser Ser Cys Ser Lys Trp Thr Cys Val Pro Cys Arg Gly Arg Ser 
325 330 335 

<210> 11 
<211> 821 
<212> DNA 

<213> Rattus norvegicus 
<400> 11 

ctcgcagcag agcaagatgt gtcatcagaa gttaaccttc tcctggtttg ccatggtttt 60 
gctggtgtct ccactcatgg ccatgtggga gctggagaaa gatgtttatg ttgtagaggt 12 0 

ggactggcgc cccgatgccc ctggagaaac ggtgaccctc acctgtgaca gtcctgaaga 180 
agatgacatc acctggacct cagaccagag acgtggagtc ataggctctg gaaagaccct 24 0 

gaccatcact gtcagagagt ttctagatgc tggccaatac acctgccaca gaggaggcga 300 
gactctgagc cactcacatc tgctgctcca caagaaggaa aatggaattt ggtccaccga 360 
gattttaaaa aatttcaaaa ataagacttt cctgaagaga gaagcaccaa actactccgg 42 0 

acggttcacc tgctcatggc tggtgcacag aaacacggac ttgaagttta acatcaagag 480 
cagcagcagt tcccctgagt ctcgggcggt gacatgtgga gcagcatctc tgtctgcaga 540 
gaaggtcaca ctgaaccaaa gggactacga gaagtactca gtggcgtgcc aggaggacgt 600 
cacctgccca actgccgagg agaccctgcc cattgaactg gtggtggagg cccagcagca 660 
gaataaatat gagaactaca gcaccagctt cttcatcagg gacatcatca aaccggaccc 720 
acccaagaac ctgcaggtga aacctttgaa gaactctcag gtggaggtca gctgggagta 780 
ccctgactcc tggagcactc cccattccta cttctccctc a 821 

<210> 12 
<211> 268 
<212> PRT 

<213> Rattus norvegicus 
<400> 12 

Met Cys His Gin Lys Leu Thr Phe Ser Trp Phe Ala Met Val Leu Leu 

1 5 10 15 

Val Ser Pro Leu Met Ala Met Trp Glu Leu Glu Lys Asp Val Tyr Val 

20 25 30 

Val Glu Val Asp Trp Arg Pro Asp Ala Pro Gly Glu Thr Val Thr Leu 

35 40 45 

Thr Cys Asp Ser Pro Glu Glu Asp Asp He Thr Trp Thr Ser Asp Gin 

50 55 60 

Arg Arg Gly Val He Gly Ser Gly Lys Thr Leu Thr He Thr Val Arg 
65 70 75 80 

Glu Phe Leu Asp Ala Gly Gin Tyr Thr Cys His Arg Gly Gly Glu Thr 

85 90 95 

Leu Ser His Ser His Leu Leu Leu His Lys Lys Glu Asn Gly He Trp 

100 105 110 

Ser Thr Glu He Leu Lys Asn Phe Lys Asn Lys Thr Phe Leu Lys Arg 

115 120 125 

Glu Ala Pro Asn Tyr Ser Gly Arg Phe Thr Cys Ser Trp Leu Val His 

130 .135 140 

Arg Asn Thr Asp Leu Lys Phe Asn He Lys Ser Ser Ser Ser Ser Pro 
145 150 155 160 

Glu Ser Arg Ala Val Thr Cys Gly Ala Ala Ser Leu Ser Ala Glu Lys 
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165 170 175 

Val Thr Leu Asn Gin Arg Asp Tyr Glu Lys Tyr Ser Val Ala Cys Gin 

180 185 190 

Glu Asp Val Thr Cys Pro Thr Ala Glu Glu Thr Leu Pro lie Glu Leu 

195 200 205 

Val Val Glu Ala Gin Gin Gin Asn Lys Tyr Glu Asn Tyr Ser Thr Ser 

210 215 220 

Phe Phe lie Arg Asp lie lie Lys Pro Asp Pro Pro Lys Asn Leu Gin 
225 230 235 240 

Val Lys Pro Leu Lys Asn Ser Gin Val Glu Val Ser Trp Glu Tyr Pro 

245 250 255 

Asp Ser Trp Ser Thr Pro His Ser Tyr Phe Ser Leu 
260 265 

<210> 13 

<211> 990 

<212> DNA 

<213> Felis catus 

<400> 13 

atgcatcctc agcagctggt catcgcctgg ttttccctgg ttttgctggc acctcccctc 60 

atggccatat gggaactgga gaaaaacgtt tatgttgtag agttggactg gcaccctgat 12 0 

gcccccggag aaatggtggt cctcacctgt gacacgcctg aagaagatga catcacctgg 180 

acctctgacc agagcagtga agtcctaggc tctggtaaaa ctctgaccat ccaagtcaaa 240 

gaatttgcag atgctggcca gtatacctgt cataaaggag gcgaggttct gagccattcg 300 

ttcctcctga tacacaaaaa ggaagatgga atttggtcca ctgatatctt aagggaacag 3 60 

aaagaatcca aaaataagat ctttctaaaa tgtgaggcaa agaattattc tggacgtttc 42 0 

acctgctggt ggctgacggc aatcagtacc gatttgaaat tcactgtcaa aagcagcaga 480 

ggctcctctg acccccaagg ggtgacttgt ggagcagcga cactctcagc agagaaggtc 54 0 

agagtggaca acagggatta taagaagtac acagtggagt gtcaggaggg cagtgcctgc 600 

ccggctgccg aggagagcct acccattgaa gtcgtggtgg acgctattca caagctcaag 660 

tacgaaaact acaccagcag cttcttcatc agggacatca tcaaaccgga cccacccaag 72 0 

aacctgcaac tgaagccatt aaaaaattct cggcatgtgg aagtgagctg ggaataccct 780 

gacacctgga gcaccccaca ttcctacttc tccttaacat ttggcgtaca ggtccagggc 840 

aagaacaaca gagaaaagaa agacagactc tccgtggaca agacctcagc caaggtcgtg 900 

tgccacaagg atgccaagat ccgcgtgcaa gccagagacc gctactatag ctcatcctgg 960 

agcaactggg catccgtgtc ctgcagttag 990 

<210> 14 

<211> 329 

<212> PRT 

<213> Felis catus 

<400> 14 

Met His Pro Gin Gin Leu Val He Ala Trp Phe Ser Leu Val Leu Leu 

1 5 10 15 

Ala Pro Pro Leu Met Ala He Trp Glu Leu Glu Lys Asn Val Tyr Val 

20 25 30 

Val Glu Leu Asp Trp His Pro Asp Ala Pro Gly Glu Met Val Val Leu 

35 40 45 

Thr Cys Asp Thr Pro Glu Glu Asp Asp He Thr Trp Thr Ser Asp Gin 

50 55 60 

Ser Ser Glu Val Leu Gly Ser Gly Lys Thr Leu Thr He Gin Val Lys 
65 70 75 80 

Glu Phe Ala Asp Ala Gly Gin Tyr Thr Cys His Lys Gly Gly Glu Val 

85 90 95 

Leu Ser His Ser Phe Leu Leu He His Lys Lys Glu Asp Gly He Trp 
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iu u 










1 A C 

lub 










"1 1 A 
110 






Cor 
OCX 


1 111 


Asp 


Tip 
lie 


Leu 


Arg 


m n 
ulU 


uin 


Lys 


OXU 


Ser 


Lys 


Asn 


Lys 


lie 


pne 






TIC 

lib 










1 O A 

lzU 










Izb 










Lys 




Glu 


Ala 


•U y o 


A en 
noil 


xyr 


Cot" 
OCX 


uiy 


Arg 


IT IlC 


lilx 


Cys 


Trp 


Trp 




Ton 










lie 
lib 










14 0 










Leu 




7\ "1 -a 
>-iX ci 


Tip 

lie 


Ser 


Thr 


Asp 


Leu 


Lys 


irne 


ml, -V 

inr 


vai 


Lys 


Ser 


Ser 


Arg 


14 b 










150 










155 










160 


vji y 


Q c> >~ 


OCX 


Aon 
nop 


Pro 


Gin 


Gly 


Val 


rn\~ -y- 

i nr 


Cys 


uiy 


Aid 


Axa 


fTTU -v- 

inr 


Leu 


Ser 










165 










170 










175 




nX d 


m n 

UlU 


Lys 


val 


Arg 


Val 


Asp 


Asn 


Arg 


Asp 


Tyr 


Lys 


Lys 


Tyr 


Thr 


val 








1 OA 
X O VJ 










lob 










190 






Glu 


y a 


V7X11 


VJX Li 


Gly Ser Ala 




riO 




A "1 -3 

Hid 


blU 


blu 


Ser 


Leu 


Pro 






X .7 _) 




















O A C 

z Ub 








lie 


Glu 


Val 


Val 


Val 


Asp 


Ala 


X X c 


nx o 


Lys 


Leu 


Lys 


Tyr 


ulU 


Asn 


Tyr 




o i n 










215 










H O A 

zz U 










Thr 


Ser 


Ser 


Phe 


Phe 


He 


Arg 


Asp 


He 


X x c 


Lys 


rl U 


Asp 


Pro 


Pro 


Lys 


225 










230 










Z Ji D 










24 0 


Asn 


lieu. 


Gin 


Leu 


Lys 


Pro 


Leu 


Lys 


Asn 


Cor 
OCX 


Arg 


xll S 


v ai 


bill 


vai 


Ser 










245 










OCA 










255 




Tt"d 


Glu 


Tyr 


Pro 


Asp 


Thr 


Trp 


Ser 


Thr 


Pro 


lilS 


Ser 


Tyr 


Pile 


Ser 


Leu 








260 










265 










270 






Thr 


Phe 


Gly Val 


Gin 


Val 


Gin 


Gly Lys 


Asn 


Asn 


Arg 


LjIU 


Lys 


Lys 


Asp 






275 










280 










285 








Arg 


Leu 


Ser 


Val 


Asp 


Lys 


Thr 


Ser 


Ala 


Lys 


Val 


Val 


Cys 


His 


Lys 


Asp 




290 










295 










300 










Ala 


Lys 


He 


Arg 


Val 


Gin 


Ala 


Arg 


Asp 


Arg 


Tyr 


Tyr 


Ser 


Ser 


Ser 


Trp 


305 










310 










315 










320 


Ser 


Asn 


Trp 


Ala 


Ser 


Val 


Ser 


Cys 


Ser 

















325 



<210> 15 
<211> 1006 
<212> DNA 
<213> Felis catus 



<400> 15 

atgcatcctc 

atggccatat 

gcccccggag 

acctctgacc 

gaatttgcag 

ttcctcctga 

aaagaatcca 

acctgctggt 

ggctcctctg 

agagtggaca 

ccggctgccg 

tacgaaaact 

aacctgcaac 

gacacctgga 

aagaacaaca 

tgecacaagg 

agcaactggg 

<210> 16 
<211> 329 
<212> PRT 



agcagttggt 
gggaactgga 
aaatggtggt 
agagcagtga 
atgctggcca 
tacacaaaaa 
aaaataagat 
ggctgaegge 
acccccaaga 
acagggatta 
aggagagect 
acaccagcag 
tgaagecatt 
gcaccccaca 
gagaaaagaa 
atgecaagat 
catccgtgtc 



catcgcctgg 
gaaaaacgtt 
cctcacctgc 
agtcctaggc 
gtatacctgt 
ggaagatgga 
ctttctaaaa 
aatcagtacc 
ggtgacttgt 
taagaagtac 
acccattgaa 
cttcttcatc 
aaaaaattct 
ttcctacttc 
agacagactc 
ccgcgtgcaa 
ctgcagttag 



ctttccctgg 
tatgttgtag 
aatactcctg 
tctggtaaaa 
cataaaggag 
atttggtcca 
tgtgaggcaa 
gatttgaaat 
ggagcagega 
acagtggagt 
gtcgtggtgg 
a gggacatca 
cggcatgtgg 
tccttaacat 
tccgtggaca 
gccagagacc 
gttccacccc 



ttttgctggc 
a gttggactg 
aagaagatga 
ctctgaccat 
gcgaggttct 
ctgatatctt 
agaattattc 
tcactgtcaa 
cactctcagc 
gtcaggaggg 
aegctattea 
teaaacegga 
aagtgagctg 
ttggcgtaca 
agacctcagc 
gctactatag 
caggat 



acctcccctc 
gcaccctgat 
catcacctgg 
ccaagtcaaa 
gagecatteg 
aa 999 a acag 
tggacgtttc 
aagcagcaga 
agagaaggtc 
cagtgcctgc 
caagctcaag 
cccacccaag 
ggaataccct 
ggtccagggc 
caaggtegtg 
ctcatcctgg 
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<213> Felis catus 



<400> 16 



Met 


His 


Pro 


Gin 


Gin 


JJC Li. 


Val 

V d -L 


He 


Ala 




Leu 


uCl 


UC Li 


Val 


Leu 


Leu 


1 








5 










10 










15 




Ala 


Pro 


Pro 


Leu 


Met 


Ala 


Tie 


Trn 
u r 


Glu 


Leu 


Glu 


T ,\/C! 

uy o 


Asn 


Val 


Tyr 


Val 








20 










25 










30 






Val 


Glu 


Leu Asp 


xip 


xll O 


rr L. \j 


7\ en 
nop 


Ala 

raid 


ri w 


oiy 




Met 


Val 


Val 


Leu 






35 










40 










45 








Thy 


v»» y O 


Asn 


Thr 




V71 U. 




A en 
nop 


art 


T1p 
lie 


lill 


Trp 


Thr 


Ser Asp Gin 




50 










55 




















Ser 


Ser 


Glu 


Val 


Leu 


vji y 


Co y 


vji y 


uy a 


Thr- 


Leu 


Thr 


He 


Gin 


Val 


Lys 


65 










70 










7^ 










80 


Glu 


Phe 


Ala Asp 


Ala 


Gly 


ulll 




Thr 


v— y o 


U-j g 

ni o 


Lys 


Gly Gly Glu Val 










85 










90 














Leu 


Ser 


His 


Ser 


Phe 


Leu 


Leu 


He 


His 


uy o 


T.T/C 

uy o 


UlU 


Asp 


vj-L.y 


lie 


Trp 








i on 










105 










110 






Ser 


Thr 


Asp 


lie 


Leu 


Arg 


Glu 


Gin 


Lys 


Glu 


Opr 

OCL 


Lys 


Asn 


Lys 


Tip 

lie 


rile 






115 










12 0 










Izb 








Leu 


Lys 


Cys 


Glu 


Ala 


Lys 


Asn 


iyj. 


Ser 


oiy 


Arg 




inr 


Cys 


Trp 


Trp 




130 










135 










140 










Leu 


Thr 


Ala 


He 


Ser 


Thr 


Asp 


Leu 


j-ty o 


XT 11C 


Th-r 

J-i.il 


Va 1 
V dl 


Lys 


Ser 


Ser 


Arg 


i45 










150 










155 










160 


Gly 


Ser 


Ser 


Asp 


Pro 


Gin 


Glu 


Val 


Thr 


Cys 


Gly 


ai a 

nl d 


Aia 


rp Vi v 

inr 


Leu 


Ser 










165 










170 










175 




Ala 


Glu 


Lys 


Val 


Arg 


Val 


Asp 


Asn 


Arg 


nop 


xyr 


Lys 


Lys 


Tyr 


Thr 


Val 








180 










185 










190 






Glu 


Cys 


Gin 


Glu 


Glv 


Ser 


Ala 


*—y o 




al a 




Vjl u 


Glu 


Ser 


Leu 


Pro 






195 










200 










205 








lie 


Glu 


Val 


Val 


Val 


Asp 


AT a 

nl ct 


Tip 

11C 


nib 


Lys 


Leu 


Lys 


Tyr 


Glu 


Asn 


Tyr 




210 










215 










99 n 










Thr 


Ser 


Ser 


Phe 


Phe 


11C 


Arg , 




Tl <=» 

lie 


i le 


Lys 


Pro 


Asp 


Pro 


Pro 


Lys 


225 










23 0 










9 R 
Z j D 










240 


Asn 


Leu 


Gin 


Leu 


ju y o 




Leu 


Lys 


Asn 


Ser 


Arg 


TJi n 

HIS 


Val 


Glu 


Val 


Ser 










245 




















255 




Trp 


Glu 


Tyr 


Pro 


Asp 


Thr 


Trp 


Ser 


Thr 


Pro 


His 


Ser 


Tyr 


Phe 


Ser 


Leu 








260 










265 










270 






Thr 


Phe 


Gly Val 


Gin 


Val 


Gin 


Gly 


Lys 


Asn 


Asn 


Arg 


Glu 


Lys 


Lys 


Asp 






275 










280 










285 








Arg 


Leu 


Ser 


Val 


Asp 


Lys 


Thr 


Ser 


Ala 


Lys 


Val 


Val 


Cys 


His 


Lys 


Asp 




290 










295 










300 








Ala 


Lys 


lie 


Arg 


Val 


Gin 


Ala 


Arg 


Asp 


Arg 


Tyr 


Tyr 


Ser 


Ser 


Ser 


Trp 


305 










310 










315 










320 


Ser 


Asn 


Trp 


Ala 


Ser 


Val 


Ser 


Cys 


Ser 

















325 



<210> 17 
<211> 1058 
<212> DNA 

<213> Equus caballus 
<400> 17 

atgtgtcacc agtggttggt cctctcctgg ttttccctgg ttttgctggc gtctcccctc 60 
atggccatat gggaactgga gaaagatgtg tatgttgtag aattggattg gtaccctgat 12 0 

gcccctggag aaatggtggt cctcacctgc aatacccctg aagaagaagg catcacctgg 180 
acctcggccc agagcaatga ggtcttaggc tctggcaaaa ccttgaccat ccaagtcaaa 240 
gagtttggag atgctggctg gtacacctgt cacaaaggag gcgaggttct gagecattet 300 
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cacctgctgc ttcacaagaa ggaagatgga atttggtcca ctgacatttt aaaagaccag 360 

aaagaatcca aaaataagac ctttctaaaa tgtgaggcaa agaattattc cggacgtttc 42 0 

acatgctggt ggctgacagc aatcagtact gatttgaaat tcagtgtcaa aagcagcaga 480 

ggttcctctg acccccgagg ggtgacgtgt ggagcagcga cactctccgc agagagggtc 540 

agcgtggacg acagggagta taagaagtac acggtggagt gtcaggaggg cagtgcctgc 600 

ccggccgccg aggagagcct gcccattgag atcgtggtgg atgctgttca caagctcaag 660 

tatgaaaact acaccagcgg cttcttcatc agggacatca tcaaaccaga cccacccaag 72 0 

aacctgcagc tgaagccatt aaagaattct cggcaggtgg aggtcagctg ggagtacccc 780 

gagacctgga gcaccccaca ttcctacttc tccctgacat tctctattca ggtccagggc 840 

aagaacaaga aggaaaggaa agacagactc ttcatggatg agacttcagc cacagtcaca 900 

tgccacaagg atggccagat ccgtgtccaa gccagggacc gctactacag ctcatcctgg 960 

agcgaatggg catccgtatc ctgcagttag ggatgcagac tcaggcagcc caggccagac 102 0 

ctgaacactc agtgtaccca ggttctaacc tcagtatg 1058 

<210> 18 
<211> 329 
<212> PRT 

<213> Equus caballus 
<400> 18 

Met Cys His Gin Trp Leu Val Leu Ser Trp Phe Ser Leu Val Leu Leu 

15 10 15 

Ala Ser Pro Leu Met Ala lie Trp Glu Leu Glu Lys Asp Val Tyr Val 

20 25 30 

Val Glu Leu Asp Trp Tyr Pro Asp Ala Pro Gly Glu Met Val Val Leu 

35 40 45 

Thr Cys Asn Thr Pro Glu Glu Glu Gly He Thr Trp Thr Ser Ala Gin 

50 55 60 

Ser Asn Glu Val Leu Gly Ser Gly Lys Thr Leu Thr He Gin Val Lys 
65 70 75 80 

Glu Phe Gly Asp Ala Gly Trp Tyr Thr Cys His Lys Gly Gly Glu Val 

85 90 95 

Leu Ser His Ser His Leu Leu Leu His Lys Lys Glu Asp Gly He Trp 

100 105 110 

Ser Thr Asp He Leu Lys Asp Gin Lys Glu Ser Lys Asn Lys Thr Phe 

115 120 125 

Leu Lys Cys Glu Ala Lys Asn Tyr Ser Gly Arg Phe Thr Cys Trp Trp 

130 135 140 

Leu Thr Ala He Ser Thr Asp Leu Lys Phe Ser Val Lys Ser Ser Arg 
145 150 155 . 160 

Gly Ser Ser Asp Pro Arg Gly Val Thr Cys Gly Ala Ala Thr Leu Ser 

165 170 175 

Ala Glu Arg Val Ser Val Asp Asp Arg Glu Tyr Lys Lys Tyr Thr Val 

180 185 190 

Glu Cys Gin Glu Gly Ser Ala Cys Pro Ala Ala Glu Glu Ser Leu Pro 

195 200 205 

He Glu He Val Val Asp Ala Val His Lys Leu Lys Tyr Glu Asn Tyr 

210 215 220 

Thr Ser Gly Phe Phe He Arg Asp He lie Lys Pro Asp Pro Pro Lys 
225 230 235 240 

Asn Leu Gin Leu Lys Pro Leu Lys Asn Ser Arg Gin Val Glu Val Ser 

245 250 255 

Trp Glu Tyr Pro Glu Thr Trp Ser Thr Pro His Ser Tyr Phe Ser Leu 

260 265 270 

Thr Phe Ser He Gin Val Gin Gly Lys Asn Lys Lys Glu Arg Lys Asp 

2 75 280 285 

Arg Leu Phe Met Asp Glu Thr Ser Ala Thr Val Thr Cys His Lys Asp 
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290 295 300 

Gly Gin lie Arg Val Gin Ala Arg Asp Arg Tyr Tyr Ser Ser Ser Trp 
305 310 315 320 

Ser Glu Trp Ala Ser Val Ser Cys Ser 
325 

<210> 19 

<211> 1399 

<212> DNA 

<213> Homo sapiens 



<400> 19 

ctgtttcagg 

gtcatctctt 

aagaaagatg 

gtcctcacct 

gaggtcttag 

cagtacacct 

aaggaagatg 

acctttctaa 

acaatcagta 

ggggtgacgt 

tatgagtact 
cccattgagg 
ttcttcatca 
aagaattctc 
tcctacttct 
gatagagtct 
agcgtgcggg 
tgcagttagg 
atgtttaaag 
acgttttttt 
tcattgaaac 
ttcatgctat 
cgtttgtctg 
agtccctatt 



gccattggac 
ggttttccct 
tttatgtcgt 
gtgacacccc 
gctctggcaa 
gtcacaaagg 
gaatttggtc 
gatgcgaggc 
ctgatttgac 
gcggagctgc 
cagtggagtg 
tcatggtgga 
gggacatcat 
ggcaggtgga 
ccctgacatt 
tcacggacaa 
cccaggaccg 
ttctgatcca 
acacaacgga 
aggatcacaa 
aatcagctaa 
ttaaatattt 
ccaggatgta 
atgcaaaat 



tctccgtcct 
ggtttttctg 
agaattggat 
tgaagaagat 
aaccctgacc 
aggcgaggtt 
cactgatatt 
caagaattat 
attcagtgtc 
tacactctct 
ccaggaggac 
tgccgttcac 
caaacctgac 
ggtcagctgg 
ctgcgttcag 
gacctcagcc 
ctactatagc 
ggatgaaaat 
atagacccaa 
tgatatcttt 
tttatgtata 
aagtaattta 
tggaatgttt 



gcccagagca 
gcatctcccc 
tggtatccgg 
ggtatcacct 
atccaagtca 
ctaagccatt 
ttaaaggacc 
tctggacgtt 
aaaagcagca 
gcagagagag 
agtgcctgcc 
aagctcaagt 
ccacccaaga 
gagtaccctg 
gtccagggca 
acggtcatct 
tcatcttgga 
ttggaggaaa 
aaagataatt 
gctgtatttg 
gattttccag 
tgtatttatt 
catactctta 



agatgtgtca 
tcgtggccat 
atgcccctgg 
ggaccttgga 
aagagtttgg 
cgctcctgct 
agaaagaacc 
tcacctgctg 
gaggctcttc 
tcagagggga 
cagctgctga 
atgaaaacta 
acttgcagct 
acacctggag 
agagcaagag 
gccgcaaaaa 
gcgaatgggc 
agtggaagat 
tctatctgat 
tatagttaga 
ctctcaagtt 
agtatattac 
tgacctgatc 



ccagcagttg 
atgggaactg 
agaaatggtg 
ccagagcagt 
agatgctggc 
gcttcacaaa 
caaaaataag 
gtggctgacg 
tgacccccaa 
caacaaggag 
ggagagtctg 
caccagcagc 
gaagccatta 
tactccacat 
agaaaagaaa 
tgccagcatt 
atctgtgccc 
attaagcaaa 
ttgctttaaa 
tgctaaatgc 
gccatgggcc 
tgttatttaa 
catcaggatc 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1399 



<210> 20 

<211> 328 

<212> PRT 

<213> Homo sapiens 

<400> 20 



Met 


Cys 


His 


Gin 


Gin 


Leu 


Val 


He 


Ser 


Trp 


Phe 


Ser 


Leu 


Val 


Phe 


Leu 


1 








5 










10 










15 




Ala 


Ser 


Pro 


Leu 


Val 


Ala 


He 


Trp 


Glu 


Leu 


Lys 


Lys 


Asp 


Val 


Tyr 


Val 








20 










25 










30 






Val 


Glu 


Leu 


Asp 


Trp 


Tyr 


Pro 


Asp 


Ala 


Pro 


Gly 


Glu 


Met 


Val 


Val 


Leu 






35 










40 










45 








Thr 


Cys 


Asp 


Thr 


Pro 


Glu 


Glu 


Asp 


Gly 


He 


Thr 


Trp 


Thr 


Leu 


Asp 


Gin 




50 










55 










60 








Ser 


Ser 


Glu 


Val 


Leu 


Gly 


Ser 


Gly 


Lys 


Thr 


Leu 


Thr 


He 


Gin 


Val 


Lys 


65 










70 










75 










80 


Glu 


Phe 


Gly 


Asp 


Ala 


Gly 


Gin 


Tyr 


Thr 


Cys 


His 


Lys 


Gly 


Gly 


Glu 


Val 










85 










90 










95 




Leu 


Ser 


His 


Ser 


Leu 


Leu 


Leu 


Leu 


His 


Lys 


Lys 


Glu 


Asp 


Gly 


He 


Trp 



100 



105 



110 



15 



Ser 


inr 


Asp 


Tl 0 
1 1c 


Leu 


Lys 


Asp 


m n 


Lys 


rn 


Pro 


Lys 


Aon 
noil 


T.vG 

Xjy 0 


X 11X 


f He 






"1 *1 C 

lib 










ion 










±ZD 








uc ll 


Arg 




Glu 


Ala 


Lys 


Asn 


Tvr* 
xy x 


Ser 


Gly 




Phe 


Thr 


Cys 


xxp 


xxp 




liU 










IOC 
1j J 










1 a n 
i*t u 










LeU 


1X117 


Tnr 


_L X C 


CpT- 

uCi 


X Hi 


A en 
no LJ 


Leu 


X 111. 




ocx 


val 


Lys 


OCX 


Cor 
OCX 


Arg 


X*t o 




















loo 










loU 


Gly 


Ser 


Ser 


Asp 


Pro 


Gin 


Gly 


Val 


Thr 


Cys 


oxy 


AX CL 


AT a 

nX CL 


X 11X 


UC LL 


C e» v- 

0 c X 










X D 3 










i 7 n 
1 / u 










I/O 




Ala 


Glu 


At* a 


Val 


Arg 




nop 


A en 


y 


OX LL 


iyr 




iyr 


Coy 

OCX 


Val 


ulU 








1 an 




















1 QA 

iy u 








Gin 


Glu 


Asp 


Ser 


Ala 


Cys 


Pro 


Ala 


Ala 


OX Li. 


VJ1U 


O e» v- 
OCX 


XJC LL 


tr x LJ 


Tip 
X xc 






J. J -3 










0 on 










0 n r 








Glu 


Val 


Met 


Val 


Asp 


Ala 


Val 


n a. 0 


xjy 0 


J-lC LL 


Lys 


ryr 


OX LL 


Asn 


iyr 


X llX 




J. VJ 










91 R 

^ X J 










9 9 n 










Ser 


Ser 


Phe 


Phe 


He 


Ara 


Asp 


lie 


lie 


Lys 


Pro 


Asp 


Pro 


Pro 


T ■"VQ. 

xjy 0 


A c n 
noil 


225 




















ZOO 










0 a n 
Z ft u 


Leu 


Gin 


Leu 


Lys 


Pro 


Leu 


Lys 


Asn 


OCX 


A rn 


m n 


Val 

v cix 


OX LL 


V CLX 


OCX 


irp 










& *± j 










c; a 










Add 




Glu 


Tvr 

xy x 


Pro 


Asp 


Thr 


XX p 


Ser 


Thr 


Pro 


Hi q 
nx 0 


OCX 


lyx: 


It 11C 


DCI 


XJCLL 


X 11X 








0 fin 










Add 










OTA 






Phe 


Cys 


Val 


Gin 


Val 


Gin 


Glv 


Lys 


Ser 


xjy 0 


A -»TT 


OX LL 


T .VC 

xjy 0 


xjy 0 


A an 


Arg 






275 










280 










285 








Val 


Phe 


Thr 


Asp 


Lys 


Thr 


Ser 


Ala 


Thr 


Val 


He 


Cys 


Arg 


Lys 


Asn 


Ala 




290 










295 










300 










Ser 


He 


Ser 


Val 


Arg 


Ala 


Gin 


Asp 


Arg 


Tyr 


Tyr 


Ser 


Ser 


Ser 


Trp 


Ser 


305 










310 










315 










320 


Glu 


Trp 


Ala 


Ser 


Val 


Pro 


Cys 


Ser 



















325 



<210> 21 

<211> 1012 

<212> DNA 

<213> Capra hircus 



<400> 21 

atgcaccctc 

gtggccatat 

gctcctggag 

acctcagacc 

gagtttggag 

ctcctcctgc 

aaagaaccca 

acctgctcgt 

ggctcctctg 

agcatggacc 

ccggccgccg 

tatgaaaact 

aacctgcaac 

gacacgtgga 

aagaacaaga 

aaggatgeca 

tgggcatctg 



agcagttggt 
gggaactgga 
aaacagtggt 
agagcagtga 
atgctgggca 
ttcacaaaaa 
aagctaagag 
ggctgacagc 
acccccgagg 
acagggagta 
aggagagect 
acaccagcag 
tgagaccact 
gcaccccaca 
gagaaaagaa 
acatccgtgt 
tgtcctgcag 



cgtttcctgg 
gaaaaatgtt 
cctcacgtgt 
ggtcctgggc 
gtacacctgt 
ggaagatgga 
ttttttaaaa 
aatcagtact 
ggtgacgtgc 
taacaagtac 
geccattgag 
cttcttcatc 
aaagaattct 
ttcctacttc 
actcttcacg 
gcaagcccgg 
ttaggttcta 



ttttccctgg 
tatgttgtag 
gacactcctg 
tctggcaaaa 
cacaaaggag 
atttggtcca 
tgtgaggcaa 
aatctgaaat 
ggagcagcgt 
acagtggagt 
gtcgtgatgg 
agggacatca 
cggcaggtgg 
tccctgacgt 
gaccaaacct 
gaccgctact 
acctcagtat 



ttttgctggc 


atctcccatc 


60 


aattggattg 


gtatcctaat 


120 


aagaagaegg 


catcacctgg 


180 


ccttgaccat 


ccaagtcaaa 


240 


gcgaggttct 


gagtegttea 


300 


ctgatatttt 


aaaggatcag 


360 


aggattattc 


tggacacttc 


420 


tcagtgtcaa 


aagcagcaga 


480 


cactctcagc 


agagaaggtc 


540 


gtcaggaggg 


cagtgcctgc 


600 


aagctgtgca 


caagctcaag 


660 


tcaaaccaga 


cccacccaag 


720 


aggtcagctg 


ggagtaccct 


780 


tttgtgttca 


ggtccaggga 


840 


cagecaaagt 


cacatgccac 


900 


acagctcatt 


ctggagtgaa 


960 


gaaacctcag 


ag 


1012 



<210> 22 

<211> 327 

<212> PRT 

<213> Capra hircus 



16 



<400> 22 



Met 


His 


Pro 


Gin 


Gin 


Leu 


Val 


Val 


Ser 


Trn 
iL P 


Phe 


wC X 


XIC Ll 


Ua 1 
V Cl X 


T .CM 1 
XIC Ll 


XjC Ll 


X 








5 










X \J 










1 R 
1 D 




Ala 


Ser 


Pro 


He 


Val 


Ala 


He 


Trt) 


Glu 


Leu 


Glu 


Lys 


Asn 


Val 


iyr 


Val 

vai 








20 


























Val 


Glu 


Leu Asp 


Trp 


Tvr 


Pro 


Asn 


Ala 


Pro 


Glv 

vjxy 


Glu 


Thr 


Val 


Val 


XJC Ll 






35 










*± u 


















Thr 


Cvs 


Asp 


Thr 


Pro 


Glu 


Glu 


Asp 


Gly 


He 

x x c 


X 11X 


xirp 


Th-r 

J. 11X 


OCX 


Asp 


m n 

O X 11 




50 










D D 










o U 










Ser 


Ser 


Glu 


Val 


Leu 


Gly 


Ser 




xjy o 


Th-r 

X 111 


XjC ll 


J. IIX 


Tl 
lie 


tain 


1 

v ai 


Lys 


65 




















/ D 










O A 


Glu 


Phe 


Gly Asp 


Ala 


Gly 


Gin 


lyr 


Th-r 

J. IIX 


Owe 
V— y a 


m o 


xty o 


uiy 


oiy 


blU 


vai 










85 










-7 \J 














Leu 


Ser 


Arg 


Ser 


Leu 


Leu 


Leu 


Leu 


His 


T ,\/Q 
J— 1 y O 


T.ve 

j-j y o 


VJX Ll 


7\ en 
no Ly 


uiy 


Tip 
lie 


Trp 








i nn 
x\j\j 










1 OR 










1 1 A 

1 1U 






Ser 


Thr 


Asp 


lie 


Leu 


Lys 


Asp 


Gin 


Lys 


Glu 


Pro 


Lys 


Ala 


T iVQ 

xjy s 


OCX 


P"h e» 

XT 11C 






115 




















iz o 








Leu 


Lys 


Cys 


ijlU 


Ala 


Lys 


Asp 


xyi: 


OCX 


m v 

uiy 


ni o 


Jr 11C 


Th-r 


\~y S 


Ser 


Trp 




130 










IOC 
X J 3 










1ft U 










Leu 


Thr 


Aia 


Tin 

lie 


Ser 


Thr 


Asn 


Leu 


xiy o 


XT 11C 


OCX 


Val 
v ax 


uy o 


OCX 


Q o T* 
OCX 


Arg 


145 










1 RO 

X 3 \J 










ID D 










"1 C A 

IdO 


Gly Ser 


Ser 


Asp 


Pro 


Aver 


o _L y 


Val 

V CLA. 


Th-r 

J. I IX 




m v 


al a 

Ala 




Ser 


Leu 


Ser 










165 










x / \J 










TIC 
I/O 




Ala 


Glu 


Lys 


Val 


Ser 


Met 




xix o 




ox U. 


ryr 


Asn 


Lys 


Tyr 


inr 


T7~ "1 

vai 








180 










1 ftR 










iy u 






Glu 


Cys 


Gin 


Glu 


Glv 

\jxy 


Ser 


Ala 


Cys 




Ala 


r\X Ct 


VjX u. 


ox U. 


Ser 


Leu 


Pro 






195 










o n o 
z u u 










o a c 








He 


Glu 


Val 


Val 


Met 


Glu 


Ala 


Val 


His 


Lys 


T.pn 
XJC LL 


xiy o 


iyr 


m ii 

ulU 


Asn 


Tyr 




210 










Z X D 










O O A 








Thr 


Ser 


Ser 


Phe 


Phe 


He 


Arg 




Tip 


Tip 
lie 


Lys 


Pro 


Asp 


Pro 


Pro 


Lys 


225 










0 ^ 0 










Tic 










240 


Asn 


Leu 


Gin 


Leu 






uc u. 


Jjy o 


Asn 


Ser 


Arg 


bin 


vai 


UlU 


vai 


Ser 




















OCA 










255 




Trp 


Glu 


Tyr 


Pro 




i nx 


irp 


Cay 
OCX 


i iix 


Pro 


TT -J — 

rllS 


Ser 


Tyr 


Pne 


Ser 


Leu 








260 










265 










270 






Thr 


Phe 


Cys 


Val 


Gin 


Val 


Gin 


Gly 


Lys 


Asn 


Lys 


Arg 


Glu 


Lys 


Lys 


Leu 






275 










280 










285 








Phe 


Thr 


Asp 


Gin 


Thr 


Ser 


Ala 


Lys 


Val 


Thr 


Cys 


His 


Lys 


Asp 


Ala 


Asn 




290 










295 










300 








He 


Arg 


Val 


Gin 


Ala 


Arg 


Asp 


Arg 


Tyr 


Tyr 


Ser 


Ser 


Phe 


Trp 


Ser 


Glu 


305 










310 










315 










320 


Trp 


Ala 


Ser 


Val 


Ser 


Cys 


Ser 





















325 



<210> 23 
<211> 1080 
<212> DNA 

<213> Macaca mulatta 
<400> 23 

gcccagagca agatgtgtca ccagcagctg gtcatctctt ggttttccct ggtttttctg 60 
gcatctcccc teatggecat atgggaactg aagaaagacg tttatgttgt agaattggac 120 
tggtaccegg atgcccctgg agaaatggtg gtcctcacct gtgacacccc tgaagaagat 180 
ggtatcacct ggaccttgga ccagagtggt gaggtcttag gctctggcaa aaccctgacc 240 
atccaagtca aagagtttgg agatgetgge cagtacacct gtcacaaagg aggegagget 300 
etaagecatt cactcctgct gcttcacaaa aaggaagatg gaatttggtc cactgatgtt 360 



17 



ttaaaggacc agaaagaacc caaaaataag acctttctaa gatgtgaggc caaaaattat 
tctggacgtt tcacctgctg gtggctgacg acaatcagta ctgatctgac attcagtgtc 
aaaagcagca gaggctcttc taacccccaa ggggtgacgt gtggagccgt tacactctct 
gcagagaggg tcagagggga caataaggag tatgagtact cagtggagtg ccaggaggac 
agtgcctgcc cagccgctga ggagaggctg cccattgagg tcatggtgga tgccattcac 
aagctcaagt atgaaaacta caccagcagc ttcttcatca gggacatcat caaacccgac 
ccacccaaga acttgcagct gaagccatta aagaattctc ggcaggtgga ggtcagctgg 
gagtaccctg acacctggag tactccacat tcctacttct ccctgacatt ctgcatccag 
gtccagggca agagcaagag agaaaagaaa gatagaatct tcacagacaa gacctcagcc 
acggtcatct gccgcaaaaa tgccagcttt agcgtgcagg cccaggaccg ctactatagc 
tcatcttgga gcgaatgggc atctgtgccc tgcagttagg ttgtgatccc aggatgaaaa 
attggaggaa aagtagaaga tattaaccaa aacgtttaaa gacacaacgg aatagaccca 

<210> 24 
<211> 328 
<212> PRT 

<213> Macaca mulatta 



<400> 24 
Met Cys His Gin 
1 

Ala Ser Pro Leu 
20 

Val Glu Leu Asp 
35 

Thr Cys Asp Thr 
50 

Ser Gly Glu Val 
65 

Glu Phe Gly Asp 

Leu Ser His Ser 
100 

Ser Thr Asp Val 
115 

Leu Arg Cys Glu 
130 

Leu Thr Thr lie 
145 

Gly Ser Ser Asn 

Ala Glu Arg Val 
180 

Cys Gin Glu Asp 
195 

Glu Val Met Val 
210 

Ser Ser Phe Phe 
225 

Leu Gin Leu Lys 

Glu Tyr Pro Asp 
260 

Phe Cys lie Gin 
275 

lie Phe Thr Asp 
290 



Gin Leu Val He 
5 

Met Ala He Trp 

Trp Tyr Pro Asp 
40 

Pro Glu Glu Asp 
55 

Leu Gly Ser Gly 
70 

Ala Gly Gin Tyr 
85 

Leu Leu Leu Leu 

Leu Lys Asp Gin 
120 

Ala Lys Asn Tyr 
135 

Ser Thr Asp Leu 
150 

Pro Gin Gly Val 
165 

Arg Gly Asp Asn 

Ser Ala Cys Pro 
200 

Asp Ala He His 
215 

He Arg Asp He 
230 

Pro Leu Lys Asn 
245 

Thr Trp Ser Thr 

Val Gin Gly Lys 
280 

Lys Thr Ser Ala 
295 



Ser Trp Phe Ser 
10 

Glu Leu Lys Lys 
25 

Ala Pro Gly Glu 

Gly He Thr Trp 
60 

Lys Thr Leu Thr 
75 

Thr Cys His Lys 
90 

His Lys Lys Glu 
105 

Lys Glu Pro Lys 

Ser Gly Arg Phe 
140 

Thr Phe . Ser Val 
155 

Thr Cys Gly Ala 
170 

Lys Glu Tyr Glu 
185 

Ala Ala Glu Glu 

Lys Leu Lys Tyr 
220 

He Lys Pro Asp 
235 

Ser Arg Gin Val 
250 

Pro His Ser Tyr 
265 

Ser Lys Arg Glu 

Thr Val He Cys 
300 



Leu Val Phe Leu 
15 

Asp Val Tyr Val 
30 

Met Val Val Leu 
45 

Thr Leu Asp Gin 

He Gin Val Lys 
80 

Gly Gly Glu Ala 
95 

Asp Gly He Trp 
110 

Asn Lys Thr Phe 
125 

Thr Cys Trp Trp 

Lys Ser Ser Arg 
160 

Val Thr Leu Ser 
175 

Tyr Ser Val Glu 
190 

Arg Leu Pro He 
205 

Glu Asn Tyr Thr 

Pro Pro Lys Asn 
240 

Glu Val Ser Trp 
255 

Phe Ser Leu Thr 
270 

Lys Lys Asp Arg 
285 

Arg Lys Asn Ala 



18 



Ser Phe Ser Val Gin Ala Gin Asp Arg Tyr Tyr Ser Ser Ser Trp Ser 
305 310 315 320 

Glu Trp Ala Ser Val Pro Cys Ser 
325 

<210> 25 
<211> 1012 
<212> DNA 
<213> Bos taurus 

<400> 25 

atgcaccctc agcagttggt cgtttcctgg ttttccctgg ttttgctggc atctcccatc 60 

gtggccatgt gggaactgga gaaaaatgtt tatgttgtag aattggattg gtatcctgat 12 0 

gctcctggag aaacagtggt cctcacatgt gacactcctg aagaagatgg catcacctgg 180 

acctcagacc agagcagtga ggtcttgggc tctggcaaaa ccttgaccat ccaagtcaaa 24 0 

gagtttggag atgctgggca gtacacctgt cacaaaggag gcgaggctct gagtcgttca 300 

ctcctcctgc tgcacaaaaa ggaagatgga atttggtcca ctgatatttt aaaggatcag 360 

aaagaaccca aagctaagag ttttttaaaa tgtgaggcaa aggattattc tggacacttc 420 

acctgctggt ggctgacagc aatcagtact gatttgaaat tcagtgtcaa aagcagcaga 480 

ggctcctctg acccccgagg ggtgacgtgc ggagcagcgt tgctctcagc agagaaggtc 540 

agcttggagc acagggagta taacaagtac acagtggagt gtcaggaggg cagcgcctgc 600 

ccagccgctg aggagagcct gcttattgag gtcgtggtag aagctgtgca caagctcaag 660 

tatgaaaact acaccagcag cttcttcatc agggacatca tcaaaccaga cccacccaag 720 

aacctgcaac tgagaccatt aaagaattct cggcaggtgg aggtcagctg ggagtaccct 780 

gacacgtgga gcaccccgca ttcctacttc tccctgacgt tttgtgttca ggtccaggga 840 

aagaacaaga gagaaaagaa actcttcatg gaccaaacct cagccaaagt cacatgccac 900 

aaggatgcca acgtccgcgt gcaagcccgg gaccgctact acagctcatt ctggagtgaa 960 

tgggcatctg tgtcctgcag ttaggttcta acctcagtat gaaacctcag ag 1012 

<210> 26 
<211> 327 
<212> PRT 
<213> Bos taurus 

<400> 26 

Met His Pro Gin Gin Leu Val Val Ser Trp Phe Ser Leu Val Leu Leu 

1 5 10 15 

Ala Ser Pro lie Val Ala Met Trp Glu Leu Glu Lys Asn Val Tyr Val 

20 25 30 

Val Glu Leu Asp Trp Tyr Pro Asp Ala Pro Gly Glu Thr Val Val Leu 

35 40 45 

Thr Cys Asp Thr Pro Glu Glu Asp Gly He Thr Trp Thr Ser Asp Gin 

50 55 60 

Ser Ser Glu Val Leu Gly Ser Gly Lys Thr Leu Thr He Gin Val Lys 
65 70 75 80 

Glu Phe Gly Asp Ala Gly Gin Tyr Thr Cys His Lys Gly Gly Glu Ala 

85 90 95 

Leu Ser Arg Ser Leu Leu Leu Leu His Lys Lys Glu Asp Gly He Trp 

100 105 110 

Ser Thr Asp He Leu Lys Asp Gin Lys Glu Pro Lys Ala Lys Ser Phe 

115 120 125 

Leu Lys Cys Glu Ala Lys Asp Tyr Ser Gly His Phe Thr Cys Trp Trp 

130 135 140 

Leu Thr Ala He Ser Thr Asp Leu Lys Phe Ser Val Lys Ser Ser Arg 
145 150 155 160 

Gly Ser Ser Asp Pro Arg Gly Val Thr Cys Gly Ala Ala Leu Leu Ser 
165 170 175 



19 



Ala Glu Lys Val Ser Leu Glu His Arg Glu Tyr Asn Lys Tyr Thr Val 

180 185 190 

Glu Cys Gin Glu Gly Ser Ala Cys Pro Ala Ala Glu Glu Ser Leu Leu 

195 200 205 

He Glu Val Val Val Glu Ala Val His Lys Leu Lys Tyr Glu Asn Tyr 

210 215 220 

Thr Ser Ser Phe Phe He Arg Asp He He Lys Pro Asp Pro Pro Lys 
225 230 235 240 

Asn Leu Gin Leu Arg Pro Leu Lys Asn Ser Arg Gin Val Glu Val Ser 

245 250 255 

Trp Glu Tyr Pro Asp Thr Trp Ser Thr Pro His Ser Tyr Phe Ser Leu 

260 265 270 

Thr Phe Cys Val Gin Val Gin Gly Lys Asn Lys Arg Glu Lys Lys Leu 

275 280 285 

Phe Met Asp Gin Thr Ser Ala Lys Val Thr Cys His Lys Asp Ala Asn 

290 295 300 

Val Arg Val Gin Ala Arg Asp Arg Tyr Tyr Ser Ser Phe Trp Ser Glu 
305 310 315 320 

Trp Ala Ser Val Ser Cys Ser 
325 

<210> 27 
<211> 993 
<212> DNA 

<213> Cervus elaphus 
<400> 27 

atgcaccctc agcagttggt cgtttcctgg ttttccctgg ttttgctgac atctcccatt 60 
gtggccatat gggaactgga gaaaaatgtt tatgttgtag aattggattg gtatcctgat 120 
gctcctggag aaacggtggt cctcaggtgt gacactcctg aagaagacgg tatcacctgg 180 
acctcagacc agagcagtga ggtcttgggc tctggcaaaa ccttgaccgt ccaagtcaaa 24 0 

gagtttggag atgctgggca gtacacctgt cacaaaggag gcgaggttct gagtcgttca 300 
ctcctcctgc tgcacaaaaa ggaagatgga atttggtcta ctgatatttt aaaggatcag 360 
aaagaaccca aagccaagag ttttttaaaa tgtgaggcaa aggattattc tggacacttc 42 0 

acctgctggt ggctgacagc aatcagtact gatttgaaat tcagtgtcaa aagcagcaga 4 80 

ggctcctctg acccccgagg ggtgacgtgc ggagcagcgt cgctctcaac agagaaggtc 54 0 

attgtggacc acagggagta taagaagtac acagtggagt gtcaagaggg cagcgcctgc 600 
ccggccgccg aggagagcct gcccattgag gtcgtagtgg aagctgtgca caagctcaag 660 
tatgaaaact acaccagcag cttcttcatc agggacatca tcaaaccaga cccacccaag 720 
aacctgcaac tgagaccatt aaagaattct cggcaggtgg aggtcagctg ggagtaccct 780 
gacacgtgga gcaccccaca ttcctacttc tccctgacgt tttgtgttca ggtccaggga 840 
aagaacaaga gagaaaagaa actcttcatg gaccaaacct cagccaaagt cacgtgtcac 900 
aaggatgcca gcatccgcgt gcaagcccgg gaccgctact acaactcatt ctggagtgaa 960 
tgggcatctg tgtcctgcag ttaggttcta acc 993 

<210> 28 
<211> 327 
<212> PRT 

<213> Cervus elaphus 
<400> 28 

Met His Pro Gin Gin Leu Val Val Ser Trp Phe Ser Leu Val Leu Leu 

1 5 10 15 

Thr Ser Pro He Val Ala He Trp Glu Leu Glu Lys Asn Val Tyr Val 

20 25 30 

Val Glu Leu Asp Trp Tyr Pro Asp Ala Pro Gly Glu Thr Val Val Leu 
35 40 45 
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Arg 


Cys 


Aqn 


j. nx 




OX U 


Glu 






50 














Ser 


Ser 


Glu 


Val 


Leu 


Glv 


Ser 


Glv 

oxy 


65 










70 






Glu 


Phe 


Gly 


Asd 


Ala 


Glv 


Gin 


Tvr 










85 








Leu 


Ser 


Ara 


Ser 


Leu 


Leu 


Leu 


Leu 








100 










Ser 


Thr 


Asd 


He 


Leu 


LVS 


Asd 


Gin 






115 










12 0 


Leu 


Lvs 


Cvs 


Glu 


Ala 


Lvs 


Asp 


Tvr 




130 










135 




Leu 


Thr 


Ala 


He 


Ser 


Thr 


Asp 


Leu 


145 










150 






Glv 

oxy 


Ser 


Cav 
uCi 


Asp 


Pro 


y 


ox y 


v ax 










165 








Thr 


Glu 


Lys 


Val 


He 


Val 


Asp 


His 








180 










Glu 


Cys 


Gin 


Glu Gly 


Ser 


Ala 


Cys 






195 










200 


He 


Glu 


Val 


Val 


Val 


Glu 


Ala 


Val 




210 










215 




Thr 


Ser 


Ser 


Phe 


Phe 


He 


Ara 


Asp 


225 










230 






Asn 


Leu 


Gin 


Leu 


Arg 


Pro 


Leu 


Lys 










245 








Trp 

tr 


Glu 


Tvr 


Pro 


Asp 


Thr 


TrD 


Ser 








260 










Thr 


Phe 


Cys 


Val 


Gin 


Val 


Gin 


Glv 

oxy 






275 










280 


Phe 


Met 


Asp 


Gin 


Thr 


Ser 


Ala 


Lys 




290 










295 




He 


Arg 


Val 


Gin 


Ala 


Arg 


Asp 


Arg 


305 










310 






Trp 


Ala 


Ser 


Val 


Ser 


Cys 


Ser 





325 



Gly 


He 


Thr 


Trp 


Thr 


Ser 


Asp 


Gin 








60 










Lys 


Thr 


Leu 


Thr 


Val 


Gin 


Val 


Lys 






75 










ft 0 


Thr 


Cvs 


His 


Lvs 


Gly 


Glv 


Glu 


Val 




90 














His 


Lvs 


Lvs 


Glu 


Asd 


Glv 


He 


TrD 


105 










110 






Lvs 


Glu 


Pro 


Lvs 

jjy o 


Ala 


Lys 


Ser 


Phe 










125 








Ser 


Gly 


His 


Phe 


Thr 


Cvs 


TrD 


TrD 

j. x y 








X T± u 










Lys 


Phe 


Ser 


Val 


Lys 


Ser 


OCX 








155 










1 fiO 

X O v 


Thr 


Cvs 


Glv 


Ala 


Ala 


Ser 


Leu 


Ser 




170 










X / Zj 




Arq 


Glu 


Tvr 


Lvs 


Lys 


Tvr 


Thr 


Val 


185 










X _7 w 






Pro 


Ala 


Ala 


Glu 


Glu 


Ser 


Leu 


Pro 










205 








His 


LVS 


Leu 


Lys 


Tvr 


Glu 


Asn 


xy x 








220 










He 


He 


Lvs 


Pro 


Asd 


Pro 


Pro 


Lys 






235 










OA 0 
^ *± u 


Asn 


Ser 


Arcr 


Gin 


Val 


Glu 


Val 


Ser 




250 














Thr 


Pro 


His 


Ser 


Tvr 

JL 


Phe 


Ser 


Leu 


265 










270 






Lys 


Asn 


Lys 


Arg 


Glu 


Lys 


Lys 


Leu 










285 








Val 


Thr 


Cys 


His 


Lys 


Asp 


Ala 


Ser 








300 










Tyr 


Tyr 


Asn 


Ser 


Phe 


Trp 


Ser 


Glu 



315 320 



<210> 29 
<211> 984 
<212> DNA 
<213> Ovis aries 



<400> 29 

atgcaccctc agcagttggt cgtttcctgg ttttccctgg ttttgctggc atcgcccatc 60 

gtggccatat gggaactgga gaaaaatgtt tatgttgtag aattggattg gtatcctaat 120 

gctcctggag aaacagtggt cctcacgtgt gacactcctg aagaagacgg catcacctgg 180 

acctcagacc agagcagtga ggtcctgggc tctggcaaaa ccttgaccat ccaagtcaaa 240 

gagtttggag atgctgggca gtacacctgt cacaaaggag gcgaggttct gagtcgttca 3 00 

ctcctcctgc tgcacaaaaa ggaagatgga atttggtcca ctgatatttt aaaggatcag 360 

aaagaaccca aagctaagag ttttttaaaa tgtgaggcaa aggattattc tggacacttc 42 0 

acctgctcgt ggctgacagc aatcagtact aatctgaaat tcagtgtcaa aagcagcaga 480 

ggctcctctg acccccgagg ggtgacgtgc ggagcagcgt ccctctcagc agagaaggtc 54 0 

agcatggacc acagggagta taacaagtac acagtggagt gtcaggaggg cagtgcctgc 600 

ccggccgccg aggagagcct gcccattgag gtcgtgatgg aagctgtgca caagctcaag 660 

tatgaaaact acaccagcag cttcttcatc agggacatca tcaaaccaga cccacccaag 720 

aacctgcaac tgagaccact aaagaattct cggcaggtgg aagtcagctg ggagtaccct 780 

gacacgtgga gcaccccaca ttcctacttc tccctgacgt tttgtgttca ggtccaggga 840 
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aagaacaaga gagaaaagaa actcttcaca gaccaaacct 
aaggatgcca acatccgcgt gcaagcccgg gaccgctact 
tgggcatctg tgtcctgcag ttag 



cagccaaagt cacatgccac 900 
acagctcatt ctggagtgaa 960 

984 



<210> 30 

<211> 327 

<212> PRT 

<213> Ovis aries 



<400> 30 



Met 


His 


Pro 


Gin 


Gin 


Leu 


Val 


Val 


Ser 


Trp 

c 


Phe 


Ser 


Leu 


Val 


Leu 


Leu 


1 








5 










10 










i r 

X o 




Ala 


Ser 


Pro 


He 
20 


Val 


Ala 


He 


Trp 


Glu 
25 


Leu 


Glu 


Lys 


Asn 


Val 
3 0 




Va 1 


Val 


Glu 


Leu 
35 


Asp 


Trp 


Tyr 


Pro 


Asn 
40 


Ala 


Pro 


Glv 


Glu 


Thr 

4 R 


Val 


Val 


Leu 


Thr 


Cys 


Asp 


Thr 


Pro 


Glu 


Glu 


Asp Gly 


He 


Thr 


Trp 


Thr 


Ser 


Asp 


Gin 




50 










55 










60 










Ser 


Ser 


Glu 


Val 


Leu 


Gly 


Ser 


Gly Lys 


Thr 


Leu 


Thr 


He 


Gin 


v ai 


Lys 


65 










70 




















d n 
o U 


Glu 


Phe 


Gly 


Asp 


Ala 


Gly Gin 


Tyr 


Thr 


Cys 


His 


Lys 


Gly 


Gly 


Glu 


Val 










85 










90 














Leu 


Ser 


Arq 


Ser 
100 


Leu 


Leu 


Leu 


Leu 


His 
105 


Lys 


Lys 


Glu 


Asp 


Gly 

-L -L \J 


Tip 


ir P 


Ser 


Thr 


Asp 
115 


He 


Leu 


Lys 


Asp 


Gin 
120 


Lys 


Glu 


Pro 


Lys 


Ala 

IOC 


Lys 


Ser 


Phe 


Leu 


Lys 


Cys 


Glu 


Ala 


Lys 


Asp 


Tyr 


Ser 


Gly 


His 


Phe 


Thr 


Cys 


Ser 


Trp 




130 










135 


















Leu 


Thr 


Ala 


He 


Ser 


Thr 


Asn 


Leu 


Lys 


Phe 


Ser 


Val 


i-i y o 


OC1 


C c> >- 
OCI 


■MX y 


145 










150 










ICC 










loO 


Gly 


Ser 


Ser 


Asp 


Pro 


Arg Gly 


Val 


Thr 




ui y 




t\±ci 


Ser 


Leu 


Ser 










165 










± / U 










1 /D 




Ala 


Glu 


Lys 


Val 
180 


Ser 


Met 


Asp 


His 


Arg 
185 




ryr 


Asn 


Lys 


Tyr 


Thr 


vai 


Glu 


Cys 


Gin 


Glu Gly 


Ser 


Ala 


Cys 


Pro 


Ala 


•H.J. ci 


blU 


n 1 n 
tjxU 


Ser 


Leu 


Pro 






195 










200 










205 








He 


Glu 
210 


Val 


Val 


Met 


Glu 


Ala 
215 


Val 


His 


Lys 


Leu 


Lys 
220 


Tyr 


Glu 


Asn 


Tyr 


Thr 


Ser 


Ser 


Phe 


Phe 


He 


Arg 


Asp 


He 


He 


Lys 


Pro 


Asp 


Pro 


Pro 


Lys 


225 










230 










235 










240 


Asn 


Leu 


Gin 


Leu 


Arg 
245 


Pro 


Leu 


Lys 


Asn 


Ser 
250 


Arg 


Gin 


Val 


Glu 


Val 
255 


Ser 


Trp 


Glu 


Tyr 


Pro 
260 


Asp 


Thr 


Trp 


Ser 


Thr 
265 


Pro 


His 


Ser 


Tyr 


Phe 
270 


Ser 


Leu 


Thr 


Phe 


Cys 


Val 


Gin 


Val 


Gin 


Gly Lys 


Asn 


Lys 


Arg 


Glu 


Lys 


Lys 


Leu 






275 










280 










285 








Phe 


Thr 


Asp 


Gin 


Thr 


Ser 


Ala 


Lys 


Val 


Thr 


Cys 


His 


Lys 


Asp 


Ala 


Asn 




290 










295 










300 








He 


Arg 


Val 


Gin 


Ala 


Arg Asp 


Arg 


Tyr 


Tyr 


Ser 


Ser 


Phe 


Trp 


Ser 


Glu 


305 










310 










315 










320 


Trp 


Ala 


Ser 


Val 


Ser 


Cys 


Ser 





















325 



<210> 31 
<211> 1015 
<212> DNA 

<213> Canis familiaris 
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<400> 31 

atgcatcctc agcagttggt catctcctgg ttttccctcg ttttgctggc gtcttccctc 60 

atgaccatat gggaactgga gaaagatgtt tatgttgtag agttggactg gcaccctgat 12 0 

gcccccggag aaatggtggt cctcacctgc catacccctg aagaagatga catcacttgg 180 

acctcagcgc agagcagtga agtcctaggt tctggtaaaa ctctgaccat ccaagtcaaa 24 0 

gaatttggag atgctggcca gtatacctgc cataaaggag gcaaggttct gagccgctca 300 

ctcctgttga ttcacaaaaa agaagatgga atttggtcca ctgatatctt aaaggaacag 360 

aaagaatcca aaaataagat ctttctgaaa tgtgaggcaa agaattattc tggacgtttc 42 0 

acatgctggt ggctgacggc aatcagtact gatttgaaat tcagtgtcaa aagtagcaga 480 

ggcttctctg acccccaagg ggtgacatgt ggagcagtga cactttcagc agagagggtc 54 0 

agagtggaca acagggatta taagaagtac acagtggagt gtcaggaagg cagtgcctgc 600 

ccctctgccg aggagagcct acccatcgag gtcgtggtgg atgctattca caagctcaag 660 

tatgaaaact acaccagcag cttcttcatc agagacatca tcaaaccaga cccacccaca 720 

aacctgcagc tgaagccatt gaaaaattct cggcacgtgg aggtcagctg ggaatacccc 780 

gacacctgga gcaccccaca ttcctacttc tccctgacat tttgcgtaca ggcccagggc 840 

aagaacaata gagaaaagaa agatagactc tgcgtggaca agacctcagc caaggtcgtg 900 

tgccacaagg atgccaagat ccgcgtgcaa gcccgagacc gctactatag ttcatcctgg 960 

agcgactggg catctgtgtc ctgcagttag gttccacccc caggatgaat cttgg 1015 

<210> 32 
<211> 329 
<212> PRT 

<213> Canis familiaris 
<400> 32 

Met His Pro Gin Gin Leu Val lie Ser Trp Phe Ser Leu Val Leu Leu 

15 10 15 

Ala Ser Ser Leu Met Thr lie Trp Glu Leu Glu Lys Asp Val Tyr Val 

20 25 30 

Val Glu Leu Asp Trp His Pro Asp Ala Pro Gly Glu Met Val Val Leu 

35 40 45 

Thr Cys His Thr Pro Glu Glu Asp Asp lie Thr Trp Thr Ser Ala Gin 

50 55 60 

Ser Ser Glu Val Leu Gly Ser Gly Lys Thr Leu Thr lie Gin Val Lys 
65 70 75 80 

Glu Phe Gly Asp Ala Gly Gin Tyr Thr Cys His Lys Gly Gly Lys Val 

85 90 95 

Leu Ser Arg Ser Leu Leu Leu lie His Lys Lys Glu Asp Gly lie Trp 

100 105 110 

Ser Thr Asp He Leu Lys Glu Gin Lys Glu Ser Lys Asn Lys He Phe 

115 120 125 

Leu Lys Cys Glu Ala Lys Asn Tyr Ser Gly Arg Phe Thr Cys Trp Trp 

130 135 140 

Leu Thr Ala He Ser Thr Asp Leu Lys Phe Ser Val Lys Ser Ser Arg 
145 150 155 160 

Gly Phe Ser Asp Pro Gin Gly Val Thr Cys Gly Ala Val Thr Leu Ser 

165 170 175 

Ala Glu Arg Val Arg Val Asp Asn Arg Asp Tyr Lys Lys Tyr Thr Val 

180 185 190 

Glu Cys Gin Glu Gly Ser Ala Cys Pro Ser Ala Glu Glu Ser Leu Pro 

195 200 205 

He Glu Val Val Val Asp Ala He His Lys Leu Lys Tyr Glu Asn Tyr 

210 215 220 

Thr Ser Ser Phe Phe He Arg Asp He He Lys Pro Asp Pro Pro Thr 
225 230 235 240 

Asn Leu Gin Leu Lys Pro Leu Lys Asn Ser Arg His Val Glu Val Ser 
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245 250 255 

Trp Glu Tyr Pro Asp Thr Trp Ser Thr Pro His Ser Tyr Phe Ser Leu 

260 265 270 

Thr Phe Cys Val Gin Ala Gin Gly Lys Asn Asn Arg Glu Lys Lys Asp 

275 280 285 

Arg Leu Cys Val Asp Lys Thr Ser Ala Lys Val Val Cys His Lys Asp 

290 295 300 

Ala Lys lie Arg Val Gin Ala Arg Asp Arg Tyr Tyr Ser Ser Ser Trp 
305 310 315 320 

Ser Asp Trp Ala Ser Val Ser Cys Ser 
325 

<210> 33 
<211> 1005 
<212> DNA 

<213> Cercocebus torquatus 
<400> 33 

agagcaagat gtgtcaccag cagctggtca tctcttggtt ttccctggtt tttctggcat 60 
ctcccctcat ggccatatgg gaactgaaga aagacgttta tgttgtagaa ttggactggt 120 
acccggatgc ccctggagaa atggtggtcc tcacctgtga cacccctgaa gaagatggta 180 
tcacctggac cttggaccag agtggtgagg tcttaggctc tggcaaaacc ctgaccatcc 240 
aagtcaaaga gtttggagat gctggccagt acacctgtca caaaggaggc gaggctttga 3 00 

gccattcact cctgctgcct cacaaaaagg aagatggaat ttggtccact gatattttaa 3 60 

aggaccagaa agaacccaaa aatgagacct ttctaagatg cgaggccaaa aattattctg 420 
gacgtatcac ctgctggtgg ctgtcgacaa tcagtactga tctgacattc agtatcataa 480 
gcagcagagg ctcttctaac ccccaagggg tgacgtgtgg agccgctaca ctctctgcag 540 
agagggtcag aggggacaat aaggagtatg agtactcagt ggagtgccag gaggacagtg 600 
cctgcccagc cgctgaggag aggctgccca ttgaggtcat ggtggatgcc attcacaagc 660 
tcaagtatga aaactacacc agcagcttct tcatcaggga catcatcaaa cccgacccac 720 
ccaagaactt gcagctgaag ccattaaaga attctcggca ggtggaggtc agctgggagt 780 
accctgacac ctggagtact ccacattcct acttctccct gacattctgc attcaggtcc 840 
agggcaagag caagagagaa aagaaagata gaatcttcac agacaagacc tcagccacgg 900 
tcatctgccg caaaaatgcc agctttagcg tgcaggccca ggaccgctac tatagctcat 960 
cttggaacga atggacatct gtgccctgca gttaggttct gatcc 1005 

<210> 34 
<211> 328 
<212> PRT 

<213> Cercocebus torquatus 
<400> 34 

Met Cys His Gin Gin Leu Val He Ser Trp Phe Ser Leu Val Phe Leu 

1 5 10 15 

Ala Ser Pro Leu Met Ala He Trp Glu Leu Lys Lys Asp Val Tyr Val 

20 25 30 

Val Glu Leu Asp Trp Tyr Pro Asp Ala Pro Gly Glu Met Val Val Leu 

35 40 45 

Thr Cys Asp Thr Pro Glu Glu Asp Gly He Thr Trp Thr Leu Asp Gin 

50 55 60 

Ser Gly Glu Val Leu Gly Ser Gly Lys Thr Leu Thr He Gin Val Lys 
65 70 75 80 

Glu Phe Gly Asp Ala Gly Gin Tyr Thr Cys His Lys Gly Gly Glu Ala 

85 90 95 

Leu Ser His Ser Leu Leu Leu Pro His Lys Lys Glu Asp Gly He Trp 

100 105 110 

Ser Thr Asp He Leu Lys Asp Gin Lys Glu Pro Lys Asn Glu Thr Phe 
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115 120 125 

Leu Arg Cys Glu Ala Lys Asn Tyr Ser Gly Arg lie Thr Cys Trp Trp 

130 135 140 

Leu Ser Thr lie Ser Thr Asp Leu Thr Phe Ser lie lie Ser Ser Arg 
145 150 155 160 

Gly Ser Ser Asn Pro Gin Gly Val Thr Cys Gly Ala Ala Thr Leu Ser 

165 170 175 

Ala Glu Arg Val Arg Gly Asp Asn Lys Glu Tyr Glu Tyr Ser Val Glu 

180 185 190 

Cys Gin Glu Asp Ser Ala Cys Pro Ala Ala Glu Glu Arg Leu Pro lie 

195 200 205 

Glu Val Met Val Asp Ala lie His Lys Leu Lys Tyr Glu Asn Tyr Thr 

210 215 220 

Ser Ser Phe Phe lie Arg Asp lie lie Lys Pro Asp Pro Pro Lys Asn 
225 230 235 240 

Leu Gin Leu Lys Pro Leu Lys Asn Ser Arg Gin Val Glu Val Ser Trp 

245 250 255 

Glu Tyr Pro Asp Thr Trp Ser Thr Pro His Ser Tyr Phe Ser Leu Thr 

260 265 270 

Phe Cys lie Gin Val Gin Gly Lys Ser Lys Arg Glu Lys Lys Asp Arg 

275 280 285 

lie Phe Thr Asp Lys Thr Ser Ala Thr Val lie Cys Arg Lys Asn Ala 

290 295 300 

Ser Phe Ser Val Gin Ala Gin Asp Arg Tyr Tyr Ser Ser Ser Trp Asn 
305 310 315 320 

Glu Trp Thr Ser Val Pro Cys Ser 
325 

<210> 35 
<211> 984 
<212> DNA 

<213> Marmot a monax 
<400> 35 

atgtgtcttc agcagttggt catctcctgg gtctccctgg tttggctggc atctcccctc 60 
ttggccatat gggaactgga gaaaaatgtc tacgtggtgg agttggattg gcaccctgac 12 0 

acacctggag aaaaggtggt cctcacctgt gacactcctg aagaagacgg catcacctgg 180 
acctcagagc agagcagtga ggtcttaggc tccggcaaaa ccctgaccat tctagtcaaa 24 0 

gagtttgaag acgctggcca ctacacctgc cgcagaggag gtgaagttct gagccagatg 300 
ctcctgctgc ttcacaaaaa tgaagatggg atttggtcca ctgatattct gaagaaaaaa 360 
gaacctgaaa ataagaacct tgtaacatgc gaggcaaaga attactctgg acgttttacc 42 0 

tgctggtggc tgacggcaat cagtactgat gtgaacttca gtgtcaagag ccacagaggc 480 
tcctctgacc ctcaaggggt gacgtgtgga gaagcaactc tctctgcaga gagggtcaaa 54 0 

atagagcaga gggagtacaa gaagtactcg gtgcagtgcc aggaggacaa tgcctgcccc 600 
accgctgagg agaccctgcc catcacagtg gtggtggacg cagttcacaa gctcaagtac 660 
gaaaactaca tcagcagctt cttcatcaga gacatcatca aacctgaccc acccaagaac 720 
ctaaagatga agccatccaa gactcctcag caggtggagg tcacctggga gtacccggac 78 0 

agctggagca ccccgcactc ctacttctcc ctgacattct ctgtgcaggt ccagggcaaa 840 
aagaagaaaa ggagcaatac tctccacgtg gataagacct cagtcacagt gacctgccag 900 
aagggtgcca aggtcagcgt gcaagcccgg gaccgatact acaactcatc gtggagtgaa 960 
tgggcaacta tgtcctgccc ttag 984 

<210> 36 
<211> 327 
<212> PRT 

<213> Marmot a monax 
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<400> 36 
Met Cys Leu Gin 
1 

Ala Ser Pro Leu 
20 

Val Glu Leu Asp 
35 

Thr Cys Asp Thr 
50 

Ser Ser Glu Val 
65 

Glu Phe Glu Asp 

Leu Ser Gin Met 
100 

Ser Thr Asp lie 
115 

Thr Cys Glu Ala 
130 

Thr Ala lie Ser 
145 

Ser Ser Asp Pro 

Glu Arg Val Lys 
180 

Cys Gin Glu Asp 
195 

Thr Val Val Val 
210 

Ser Ser Phe Phe 
225 

Leu Lys Met Lys 

Glu Tyr Pro Asp 
260 

Phe Ser Val Gin 
275 

His Val Asp Lys 
290 

Val Ser Val Gin 
305 

Trp Ala Thr Met 



Gin Leu Val lie 
5 

Leu Ala lie Trp 

Trp His Pro Asp 
40 

Pro Glu Glu Asp 
55 

Leu Gly Ser Gly 
70 

Ala Gly His Tyr 
85 

Leu Leu Leu Leu 

Leu Lys Lys Lys 
120 

Lys Asn Tyr Ser 
135 

Thr Asp Val Asn 
150 

Gin Gly Val Thr 
165 

lie Glu Gin Arg 

Asn Ala Cys Pro 
200 

Asp Ala Val His 
215 

lie Arg Asp lie 
230 

Pro Ser Lys Thr 
245 

Ser Trp Ser Thr 

Val Gin Gly Lys 
280 

Thr Ser Val Thr 
295 

Ala Arg Asp Arg 

310 
Ser Cys Pro 
325 



Ser Trp Val Ser 
10 

Glu Leu Glu Lys 
25 

Thr Pro Gly Glu 

Gly lie Thr Trp 
60 

Lys Thr Leu Thr 
75 

Thr Cys Arg Arg 
90 

His Lys Asn Glu 
105 

Glu Pro Glu Asn 

Gly Arg Phe Thr 
140 

Phe Ser Val Lys 
155 

Cys Gly Glu Ala 
170 

Glu Tyr Lys Lys 
185 

Thr Ala Glu Glu 

Lys Leu Lys Tyr 
220 

lie Lys Pro Asp 
235 

Pro Gin Gin Val 
250 

Pro His Ser Tyr 
265 

Lys Lys Lys Arg 

Val Thr Cys Gin 
300 

Tyr Tyr Asn Ser 
315 



Leu Val Trp Leu 
15 

Asn Val Tyr Val 
30 

Lys Val Val Leu 
45 

Thr Ser Glu Gin 

lie Leu Val Lys 
80 

Gly Gly Glu Val 
95 

Asp Gly lie Trp 
110 

Lys Asn Leu Val 
125 

Cys Trp Trp Leu 

Ser His Arg Gly 
160 

Thr Leu Ser Ala 
175 

Tyr Ser Val Gin 
190 

Thr Leu Pro lie 
205 

Glu Asn Tyr lie 

Pro Pro Lys Asn 
240 

Glu Val Thr Trp 
255 

Phe Ser Leu Thr 
270 

Ser Asn Thr Leu 
285 

Lys Gly Ala Lys 

Ser Trp Ser Glu 
320 
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